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i. MCV calculation
ctDNA VAF
MSAF =~ m MCV = VSAF
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ii. MCV binning & bin-specific o mc;
frequency of mutations pi = 2113 . me;

iii. bITH calculation

w; = median((i — 1) % 0.1,7 % 0.1)
bITH = — Y @; * Pln(P;)
i=1
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Spearman's rank correlation rho
rho = -0.277, p < 0.001
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Spearman's rank correlation rho counts
rho = 0.209, p < 0.001 >50
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