Additional File 1 - MDS & PCA Plots
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Additional File 1 Figure 1a. MDS Plot of blood samples (n=55) to be used in group

comparisons sequenced at the University of Brighton with standard chemistry reagents from

Group C (black, n=7), Group RT (red, n=22), Group RT-AS <2 (blue, n=15) and Group RT-

AS > 10 (green, n=11).
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Additional File 1 Figure 1b. PCA Plot of blood samples (n=55) to be used in group

comparisons sequenced at the University of Brighton with standard chemistry reagents from

Group C (n=7), Group RT (n=22), Group RT-AS <2 (n=15) and Group RT-AS > 10 (n=11).
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Additional File 1 Figure 2a. MDS Plot of blood samples (n=55) to be used in group
comparisons sequenced at MGI with standard chemistry reagents from Group C (black, n=7),

Group RT (red, n=22), Group RT-AS <2 (blue, n=15) and Group RT-AS > 10 (green, n=11).



S 50 A 3 *
©
E .i group
- 0 7 J . ® C
H%- . . ® RT
% _— e |e o ® RTAS?
> RTAS10
o & .
Q
o ®
-50 0 50 100
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Additional File 1 Figure 2b. PCA Plot of blood samples (n=55) to be used in group
comparisons sequenced at MGI with standard chemistry reagents from Group C (n=7), Group

RT (n=22), Group RT-AS <2 (n=15) and Group RT-AS > 10 (n=11).
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Additional File 1 Figure 3a. MDS Plot of blood samples (n=47) to be used in group
comparisons sequenced at MGI with standard chemistry reagents after samples (n=8)
sequenced on Flow Cell B Lane 1 were removed as outliers: Group C (black, n=6), Group RT

(red, n=19), Group RT-AS <2 (blue, n=13) and Group RT-AS > 10 (green, n=9).
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Additional File 1 Figure 3b. PCA Plot of blood samples (n=47) to be used in group

comparisons sequenced at MGI with standard chemistry reagents after samples (n=8)

sequenced on Flow Cell B Lane 1 were removed as outliers: Group C (n=6), Group RT

(n=19), Group RT-AS <2 (n=13) and Group RT-AS > 10 (n=9).
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Additional File 1 Figure 4a. MDS Plot of blood samples (n=8) sequenced at the University
of Brighton with standard chemistry reagents from Returning Participant (RP2-5) first and

second visits (_V1 or _V?2).
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Additional File 1 Figure 4b. PCA Plot of blood samples (n=8) sequenced at the University

of Brighton with standard chemistry reagents from Returning Participant (RP2-5) first and

second visits (V1 or V2).
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Additional File 1 Figure 5a. MDS Plot of blood samples (n=8) sequenced at MGI with
standard chemistry reagents from Returning Participant (RP2-5) first and second visits (_V1

or _V2).
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Additional File 1 Figure 5b. PCA Plot of blood samples (n=8) sequenced at MGI with
standard chemistry reagents from Returning Participant (RP2-5) first and second visits (V1 or

V2).
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Additional File 1 Figure 6a. MDS Plot of blood samples (n=6) sequenced at MGI with
standard chemistry reagents that underwent differential gene expression analysis from

Returning Participant (RP2-4) first and second visits (_ V1 or _V2).
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Additional File 1 Figure 6b. PCA Plot of blood samples (n=6) sequenced at MGI with
standard chemistry reagents that underwent differential gene expression analysis from

Returning Participant (RP2-4) first and second visits (V1 or V2).
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Additional File 1 Figure 7a. MDS Plot of muscle samples (n=48) to be used in group
comparisons sequenced with MGI standard chemistry reagents at MGI from Group C (black,
n=5), Group RT (red, n=17), Group RT-AS <2 (blue, n=15) and Group RT-AS > 10 (green,

n=11) subjected to Differential Gene Expression analysis.
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Additional File 1 Figure 7b. PCA Plot of muscle samples (n=48) to be used in group

comparisons sequenced with MGI standard chemistry reagents at MGI from Group C (n=5),

Group RT (n=17), Group RT-AS <2 (n=15) and Group RT-AS > 10 (n=11) subjected to

Differential Gene Expression analysis.
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Additional File 1 Figure 8a. MDS Plot of muscle samples (n=48) to be used in group
comparisons sequenced with CoolMPS reagents at MGI from Group C (black, n=5), Group
RT (red, n=17), Group RT-AS <2 (blue, n=15) and Group RT-AS > 10 (green, n=11)

subjected to Differential Gene Expression analysis.
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Additional File 1 Figure 8b. PCA Plot of muscle samples (n=48) to be used in group
comparisons sequenced with CoolMPS reagents at MGI from Group C (n=5), Group RT
(n=17), Group RT-AS <2 (n=15) and Group RT-AS > 10 (n=11) subjected to Differential

Gene Expression analysis.



2 _RP3 V2
‘g ‘2 _{ RP3_V1
]
£ o |
-= i
[
L
[=5] L
2 o
m 1
=
" O
TR
RP2 V2
o _
— 7] RP2 V1
[ [ [ [ [ [ [
15 1.0 05 0.0 05 1.0 15

Leading logFC dim 1 (34%)

Additional File 1 Figure 9a. MDS Plot of muscle samples (n=6) sequenced with Standard
MGI reagents at MGI from Returning Participant (RP2-4) first and second visits (_V1 or

V2).
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Additional File 1 Figure 9b. PCA Plot of muscle samples (n=6) sequenced with Standard

MGI reagents at MGI from Returning Participant (RP2-4) first and second visits (V1 or V2).
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Additional File 1 Figure 10a. MDS Plot of muscle samples (n=6) sequenced with CoolMPS

reagents at MGI from Returning Participant (RP2-4) first and second visits (_ V1 or V?2).
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Additional File 1 Figure 10b. PCA Plot of muscle samples (n=6) sequenced with CoolMPS

reagents at MGI from Returning Participant (RP2-4) first and second visits (V1 or VV2).
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Additional File 1 Figure 11a. MDS Plot of blood samples (n=51) sequenced at the
University of Brighton with standard chemistry reagents that underwent differential gene
expression analysis. Group C (black, n=7), Group RT (red, n=20), Group RT-AS <2 (blue,

n=14) and Group RT-AS > 10 (green, n=10).
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Additional File 1 Figure 11b. MDS Plot of blood samples (n=51) sequenced at the
University of Brighton with standard chemistry reagents that underwent differential gene
expression analysis. Group C (n=7), Group RT (n=20), Group RT-AS <2 (n=14) and Group

RT-AS > 10 (n=10).
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Additional File 1 Figure 12a. MDS Plot of blood samples (n=43) sequenced at MGI with
standard chemistry reagents that underwent differential gene expression analysis: Group C
(black, n=6), Group RT (red, n=17), Group RT-AS < 2 (blue, n=12) and Group RT-AS > 10

(green, n=8).
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Additional File 1 Figure 12b. PCA Plot of blood samples (n=43) sequenced at MGI with
standard chemistry reagents that underwent differential gene expression analysis: Group C

(n=6), Group RT (n=17), Group RT-AS <2 (n=12) and Group RT-AS > 10 (n=8).



