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Figure S1: Epigenetic landscape of BLCA.
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A) HES of primary tumor prior macrodissection. B) WISP analysis of primary tumors RNAseq. 
C) Signature analysis of primary tumors. D) Evaluation and representative images of immunohistochemistry in our cohort using 
luminal (GATA3, CK20) and basal (CK5/6) subtype markers as well as p16. GATA3 (nuclear brown staining) and KRT5/6 (cyto-
plasmic red staining) were performed in multiplex. Scale bars : 100µm. 
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