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Figure S5: Master Regulators

A, B, C) Top55 TFs correlation of expression in TCGA (A), our 15 tumors cohort (B) and in CCLE (C).
D) Single cell RNAseq analysis of one Bladder Cancer tumour with both Basal and Luminal Population
(GSM4307111). Right panels, expression of key markers in each single cell cluster.



