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Corrections

In the paper by Richards et al on 'Detailed genetic mapping of the von Hippel-Lindau disease tumour suppressor gene' (J Med Genet1993;30:104-7), an important collaborator, Dr Per Enblad, was inadvertently omitted from the authorship. The correct authorship is as follows.
Richards FM, Maher ER, Latif F*, Phipps ME, Tory K*, Lush M, Crossey PA, Oostra Bt, Enblad PI, Gustavson KH+, Green J§, Turner GH,Yates JRW, Linehan MW, Affara NA, Lerman M*, Zbar B*, Ferguson-Smith MA.

Cambridge University Department of Pathology, Cambridge, UK; *Laboratory of Immunobiology, National Cancer Institute, FrederickCancer Research Facility, Frederick, USA; tErasmus University, Rotterdam, The Netherlands; $University of Uppsala, Sweden; §Division ofCommunity Medicine, Memorial University of Newfoundland, Canada; 11 Yorkshire Regional Genetics Service and ICRF Genetic Epidemi-ology Laboratory, Leeds, UK; `Surgery Branch, National Cancer Institute, USA.

In the paper by Padayachee et al on 'Mapping of the X linked form of hyper IgM syndrome (HIGMI)' ( Med Genet 1992;30:202-5), the primersequence for DXS102" under the heading OLIGONUCLEOTIDE PRIMERS was referenced Luty et al. This is incorrect and should be:
Gedeon AK, Holmon K, et al. Characterization of new pcr based markers for mapping and diagnosis: AC dinucleotide repeat markers at theDXS237 (GMGX9) and DXS 102 (cX38.1) loci. Am J Med Genet 1992;43:255-60.
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