
PostTAM

3
kb

0.5

1

2

N
co

I

N
co

I

I-PpoI

1.6 kb 0.8 kb

probe

28S

bp

183
101, 82 28S

TMEM 56

- + - + - + - +
179
144

35

:I-PpoI

bp

100

200
300
400
500
700
1 k

1.5 k

28S (621 bp) 22Rik (846 bp)

PostTAM

18S

28S

5

10

20

Sa
m

pl
e

lo
ad

in
g

(µ
l)

Post

MEFs

A B DC

0.0

0.5

1.0

1.5

2.0

2.5

rR
N

A
ra

tio
(2

8S
/1

8S
) n.s.n.s.

PostTAM

Cre IC
E

0.0
0.2
0.4
0.6
0.8
1.0
1.2
1.4

R
el

at
iv

e
28

S
rR

N
A

le
ve

l n.s.

Cre IC
E

0
20
40
60
80

100
120
140
160

Tr
an

sl
at

io
n

(X
1,

00
0

C
PM

) n.s.
MEFs

E

I

O

J

P

K L M N

F G

C T C T C T T A A G G T A G C
G A G A G A A T G C C A T C G

WT
PM

I-PpoI site

181 bp 440 bp

28S

H

F primer R primer

genomic DNA
I-PpoI

Linker
ligation

qPCR

In
vit
ro

Cre IC
E

0
20
40
60
80

100
120
140

%
rD

N
A

cu
t

****
****

n.s.

Muscle

0
20
40
60
80

100
120
140

%
rD

N
A

cu
t

I-PpoI:
Ligation:

++-
++ -

****
****
In vitro

In
vit
ro

TAM

ICE
Cre

Pos
t 9

6 h
0

20
40
60
80

100
120
140

%
rD

N
A

cu
t

****

n.s.

MEFs Brain

Cre IC
E

0

2

4

6

8
Tr

an
sla

tio
n

(x
10

0
C

PM
)

n.s.

Muscle

Cre IC
E

0

5

10

1515

20

Tr
an

sla
tio

n
(x

10
0

C
PM

)

n.s.

6 mo.

24
mo.

30
mo.

0.0

0.5

1.0

1.5

2.0

R
el

at
iv

e
28

S
co

py
nu

m
be

r

n.s.
n.s.

1 10
0.0

0.5

1.0

1.5

2.0

R
el

at
iv

e
28

S
co

py
nu

m
be

r

Cre
ICE

n.s. n.s.

Post-treatment (mo.) 6 mo.

24
mo.

30
mo.

0.0

0.5

1.0

1.5

2.0

R
el

at
iv

e
28

S
rR

N
A

le
ve

l

n.s.
n.s.

1 10
0.0

0.5

1.0

1.5

2.0

Post-treatment (mo.)

R
el

at
iv

e
28

S
rR

N
A

le
ve

l

Cre
ICE

n.s. n.s.


