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- Accession codes, unique identifiers, or web links for publicly available datasets
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- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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RNA-seq dataset and clinical data from various cancer types, such as CESC, LUAD, LUSC, STAD, or STES, are publicly available in the Firehose BROAD GDAC data
repository (https://gdac.broadinstitute.org/). The source data underlying Fig. 1-8 and Supplementary Fig. 1-17 are provided in Source data file with this paper. The
gating strategy is provided in Supplementary Fig. 18. All raw images for the immunoblots are provided in Supplementary Fig. 19. The remaining data are available
within the article, Supplementary Information or Source Data file.

The study subjects were compromised of 77 surgically resected primary cervical cancer patients (53 chemoradiosensitive and
24 chemoradioresistant).

The patient`s clinicopathological characteristics are summarized in Supplementary Table 1.

The study collected tissue samples from patients who underwent either type 3 radical hysterectomy with pelvic lymph node
(LN) dissection or conization at Gangnam Severance Hospital between 1996 and 2010. The gynecology pathologists
confirmed that all specimens included in the study were adequate and provided relevant clinicopathological information,
such as age, FIGO stage, tumor grade, cell type, tumor size, LN metastasis, involvement of lymphovascular space invasion
(LVIS), survival time, survival status, and response to concurrent chemoradiation therapy (CCRT). However, due to the limited
number of samples with available chemoradiation response results, only 77 were used for analysis. This small sample size can
be considered a limitation of the study.

This study received approval from the Institutional Review Board of Gangnam Severance Hospital (Seoul, KOR), and informed
consent was obtained from each patient after providing a detailed explanation of the study procedures, including the risks
and benefits of participating. Once the patient had a full understanding of the study, they provided written informed consent
to participate. All procedures were conducted in accordance with the guidelines of the Declaration of Helsinki.

Mice number (n = 10) were determined by in vivo experience study to monitor and calculate percentage of mice survival of each experimental
group.

No data were excluded.

All data are representative of at least 3 separate experiments. All attempt at replication were successful

For in vivo treatment experiments, tumor-bearing mice were subjected to caliper measurements. Animals with

comparable tumor sizes were randomized into treatment groups; this prevented outcomes from being influenced by initial differences in

tumor burden. For in vitro cell experiments, all cells in each experiment were from the same parental cells.

To give different treatments to different experimental groups, the investigators were not blinded in Xenografts study. Analyses in the animal
experiments as the results reported were based on measurements acquired. For RNA analyses using qRT-PCR and protein analyses by
immunoblotting were not performed blind to load samples by order. Almost investigators were not blinded because the experiments we
performed in this study was not applicable for blinding.
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Laboratory animals

The antibodies used in this study were anti-pEGFR (1:3000; Cell signaling, 3777S), anti-EGFR (1:3000; Cell signaling, 4267S), anti-
MCL1 (1:3000; Santa Cruz Biotechnology, sc-819), anti-ATG7 (1:3000; Cell signaling, 8558S), anti-LC3B (1:3000; Cell signaling, 2775S),
anti-EGF (1:1000; Abcam, ab206106), anti-NANOG (1:3000; Bethyl Laboratories, A300-379A), anti-TRPV1 (1:3000; Abcam, ab6166,
immunoblot), anti-TRPV1 (1:1000; Alomone, ACC-030, IHC), anti-FLAG (1:5000; Medical & Biological Laboratories, M185-3L), anti-
pAKT (1:3000; Cell signaling, 9271), anti-AKT1 (1:3000; Cell signaling, 9272), anti-!-actin (1:5000; Medical & Biological Laboratories,
M177-3), anti-rabbit IgG-HRP (1:5000; Enzo, ADI-SAB-300-J), anti-mouse IgG-HRP (1:5000; Enzo, ADI-SAB-100-J), and anti-active
caspase-3 (1:500; BD Biosciences, 560626).

Validation statements for antibodies can be found on their corresponding manufacturer websites. Validation in our own samples

has been confirmed by Western blot detection of bands at the predicted size. anti-pEGFR (Cell signaling, 3777S), anti-EGFR (Cell
signaling, 4267S), anti-MCL1 (Santa Cruz Biotechnology, sc-819), anti-ATG7 (Cell signaling, 8558S), anti-LC3B (Cell signaling, 2775S),
anti-EGF (Abcam, ab206106), anti-NANOG (Bethyl Laboratories, A300-379A), anti-TRPV1 (Abcam, ab6166), anti-FLAG (Medical &
Biological Laboratories, M185-3L), anti-pAKT (Cell signaling, 9271), anti-AKT1 (Cell signaling, 9272), anti-!-actin (Medical & Biological
Laboratories, M177-3), anti-rabbit IgG-HRP (Enzo, ADI-SAB-300-J), and anti-mouse IgG-HRP (Enzo, ADI-SAB-100-J) were used for
immunoblot analysis. Active caspase-3 (BD Biosciences, 560626) antibody was used for flow cytometry work. TRPV1 (Alomone,
ACC-030) antibody was validated for IHC analysis.

CaSki (ATCC, CRL-1550), HEK293 (ATCC, CRL-1573), HeLa (ATCC, CCL-2), H1299 (ATCC, CRL-5803), SiHa (KCLB, 30035),
SNU719 (KCLB, 00719), AGS (KCLB, 21739), SNU668 (KCLB, 00668), and MKN28 (JCRB Cell Bank, 0253) cell lines were
purchased from the American Type Culture Collection (ATCC, Manassas, VA, USA), the Korean Cell Line Bank (KCLB, Seoul,
KOR) or the Japanese Collection of Research Bioresources Cell Bank (JCRB Cell Bank, Osaka, JPN). YCC2 were obtained from
Cancer Metastasis Research Center (CMRC, Yonsei University College of Medicine, Seoul, KOR). All cell lines were obtained
between 2010 and 2022.

Generation of the CaSki CR cell line is described in Experimental & Molecular Medicine (2017) 49, e374.

Details about generation of the SiHa CR cell line are provided in the Supplementary information of the manuscript.
Generation of CaSki NANOG or HEK293 NANOG cell lines are described in Cancer Res (2017) 77. 5039-5053.

The identities of cell lines were confirmed by short tandem repeat (STR) profiling by IDEXX Laboratories Inc. and used within 6

months for testing.

All cell lines were tested for mycoplasma using Mycoplasma Detection Kit (Thermo Fisher Scientific, San Jose, CA, USA) and
negative for mycoplasma contamination.

No misidentified cell line was used in this study.

Six- to eight-week-old female NOD-SCID mice were used in this project. All mice were maintained in SPF1 (specific pathogen free-1)
condition and cared by Korea University Institutional Animal care center policy.




