- . Peptide GFP control pull down

Gene ID Identified Proteins M.W. count (Balestra et al. 2021) [1]
PF3D7_0107000 Centrin-1 20 kDa 24 not identified in GFP control
PF3D7_1357000 Elongation factor 1-alpha 49 kDa 5 identified in GFP control
PF3D7 1462800  Clveeraldehyde-3- 37 kDa 5 identified in GFP control

- phosphate dehydrogenase
PF3D7_081go0p  Cluster of Heat shock 74 kDa 5 identified in GFP control

- protein 70
PF3D7_1027700 Centrin-3 21 kDa 4 not identified in GFP control
PF3D7_1117700 Srztpe'i?]'”d'”g nuclear 25 kDa 3 identified in GFP control

Conserved protein, . e .

PF3D7_0710000 g e 407 kDa 3 not identified in GFP control
PF3D7_0610400 Histone H3 15 kDa 2 identified in GFP control
PF3D7 0719600 005 ribosomal protein 20 kDa 2 identified in GFP control

- L11a, putative
PF3D7_0708400 Heat shock protein 90 86 kDa 2 identified in GFP control
PF3D7_1116800 Heat shock protein 101 103 kDa 2 identified in GFP control

S1 Table. Mass spectrometry analysis of Centrin Co-IP reveals two specific interaction
partners. All proteins identified from the non-crosslinked PfCentrin1-GFP co-
immunoprecipitation samples are listed with peptide counts. Only Centrin-1, Centrin-3, and
PfSIp (highlighted in green) were not detectable in a GFP only control pull down done with the
same protocol used in a previous study by Balestra et al. 2021 [1].
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