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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions
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Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

Cryo-EM reconstructions and atomic models generated during this study are available at wwPDB and EMBD (www.rcsb.org; http://emsearch.rutgers.edu) under the
following accession codes: EMD IDs: EMD-40282, EMD-40283, EMD-40285,  EMD-40286, EMD-40287, EMD-40288, EMD-40291, EMD-40290, EMD-40289,
EMD-40284, EMD-40280, EMD-40280, EMD-40278, EMD-40277, EMD-40275, EMD-40281, EMD-40279, EMD-40274, EMD-40273 and PDB IDs: 8SAW, 8SAX, 8SAZ,
8SB0, 8SB1, 8SB2, 8SB5, 8SB4, 8SB3, 8SAY, 8SAU, 8SAU, 8SAS, 8SAR, 8SAQ, 8SAV, 8SAT, 8SAN, 8SAL
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n/a

n/a

n/a

Cryo-EM dataset information is provided in the cryo-EM data tables.

No data were excluded in this study.

Each cryo-EM reconstruction was constructed from between 35,000 and 400,000 independent particles. The binding studies were each
representative of at least two independent experiments

Cryo-EM particles were picked in an automated and unbiased manner. Thus, randomization of the particles that were picked for processing
was in-built within the methods used

Blinding is not typical or standard in the field of cryo-EM structural biology analysis or in in vitro study of the type presented here.




