a

Exon 10
Swyer-GCT-1 ——-CGGCGGGTTATCCTTCTTCCCCCCCCTGTTGCTGCAGATCGTGGGCGTGAGCGCTTC 57
Swyer-GCT-4 ——AAGCCGGTATATCCTTCTTCCCCCCCCTGTTGCTGCAGATCGTGGGCGTGAGCGCTTC 58
P55 3J=coniticel sccmcocorccsorcsommsoomssosmsossmeo GCAGATCCGTGGGCGTGAGCGCTTC 25
Swyer-1 GGCTGGCAGGTTATCTTCGTTCCCCCCCCTGTTGCTGCAGATCGTGGGCGTGAGCGCTTC 60
Swyer-2 ——TGCAGCCGGTTTCTTCGTTCCCCCCCCTGTTGCTGCAGATCGTGGGCGTGAGCGCTTC 58

R R I S S I S I S I

Swyer-GCT-1 GAGATGTTCCGAGAGCTGAATGAGGCCTTGGAACTCAAGGATGCCCAGGCTGGGAAGGAG 117
Swyer-GCT-4 GAGATGTTCCGAGAGCTGAATGAGGCCTTGGAACTCAAGGATGCCCAGGCTGGGAAGGAG 118
TP53-control GAGATGTTCCGAGAGCTGAATGAGGCCTTGGAACTCAAGGATGCCCAGGCTGGGAAGGAG 85
Swyer-1 GAGATGTTCCGAGAGCTGAATGAGGCCTTGGAACTCAAGGATGCCCAGGCTGGGAAGGAG 120
Swyer-2 GAGATGTTCCGAGAGCTGAATGAGGCCTITGGAACTCAAGGATGCCCAGGCTGGGAAGGAG 118

R R I I e

Swyer-GCT-1 CCAGGGGGGAGCAGGGCTCACTCCAGGTGAGTGACCTCAGCCCCTTCCTGGCCCTACTCC 177
Swyer-GCT-4 CCAGGGGGGAGCAGGGCTCACTCCAGGTGAGTGACCTCAGCCCCTTCCIGGCCCTACTCC 178

TP53-control CCAGGGGGGAGCAGGGCTCACTCCAGGT-———————=—-———————————————————— 113
Swyer-1 CCAGGGGGGAGCAGGGCTCACTCCAGGTGAGTGACCTCAGCCCCTTCCTGGCCCTACTCC 180
Swyer-2 CCAGGGGGGAGCAGGGCTCACTCCAGGTGAGTGACCTCAGCCCCTTCCTGGCCCTACTCC 178

R R I I S I I S I I I S I S S

Exon 11
125 S=comntrel c==smsscscsossmso=oas= AGCCACCTGAAGTCCAAAAAGGGTCAGTCTACCTCCCG 38
Swyer-GCT-1 ----GCTCTCTCCTCCTTTGCTCCTCAGCCACTGAAGCCAAAAAGGGCAGCTACCTCCCG 56
Swyer-GCT-4 GTCCTCTCCCTCCTCTTTGCTCCTCAGCCTCCTGAAGCCAAAAAGGGCAGCTACCTCCCG 60
* * * %k k * * Kk ok k kK ok ok ok ok
TP53-control CCATAAAAAACTCATGTTCAAGACAGAAGGGCCTGACTCAGACTGACATTCTCCACTTCT 98
Swyer-GCT-1 CCATAAAAAACTCATGTTCAAGACAGAAGGGCCTGACTCAGACTGACATTCTCCACTTCT 116
Swyer-GCT-4 CCATAAAAAACTCATGTTCAAGACAGAAGGGCCTGACTCAGACTGACATTCTCCACTTCT 120
KAk hkhkhk Ak hkhkhk A A Ak hkhk kA A dhhk ko kA hkhkhkhkhkdkhkhkhkhkhkhkhkhkhkhkrdkhkhkkhkrhkhhkkhkhkkhhhk*x*x*x*
TP53-control TGTTCCCCACTGACAGCCTCCCACCCCCATCTCTCCCTCCCCTGCCATTTTGGGTTTTGG 158
Swyer-GCT-1 TGTTCCCCACTGACAGCCTCCCACCCCCATCTCTCCCTCCCCTGCCATTTTGGGTTTTGG 176
Swyer-GCT-4 TGTTCCCCACTGACAGCCTCCCACCCCCATCTCTCCCTCCCCTGCCATTTITGGGTITTTGG 180
Ak hkhkhkhkhkhkhhkkhk Ak hkhkhhkhkhArhhkhkhkhkhkhkhkhkhkhkhkhkhhhkhkhhhkhkhhkkkhkhhkkkhhkhkhkkhkhkxxkxk
TP53-control GTCTTTGAACCCTTGCTTGCAATAGGTGTGCGTCAGAAGCACCCAGGACTTCCATTTGCT 218
Swyer-GCT-1 GTCTTTGAACGCGTTGCAATGCAATGGGGTGTGCGICAAA-——————————————————— 216
Swyer-GCT-4 GTCTTTGAACCGCGTTGCATATGCAATGGTGTGCGICAAA-——————————————————— 220

* Kk ok ok ok ok ok ok * * *

Extended Data Figure 4. DNA sequence alignment. Genomic DNA of two Swyer-GCT samples were sequenced
on the regions encoding exon 10 (a) and exon 11 (b) of gene TP53.



