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Supplementary Figure 3. MRGPRX2 expression after MITF silencing. (A) MRGPRX2 expression (% and Mean of Fluorescence Intensity (MFI) was measured by flow cytometry (n=4).
(B) Total MRGPRX2 levels were measured by western blot (n=3). The unpaired t-test was used to determine significant differences, ** p< 0.01.
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