
 

 

S7 Fig. Distributions of curli expression at different time points in the microfluidics 

experiment. Shown are kernel density estimates of curli expression in the wild-type WT, 

individual and quadruple deletions of DGC or PDE enzymes at selected time points. Cells in 

stationary phase were loaded into mother machine chip supplied with fresh medium, and then 

switched to the conditioned media at the ‘’0 h’’ time point. Note that the scale in the y axes is 

different for individual conditions to improve readability. 

 


