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$10 Fig. The rate and variability of curli induction for the wild-type and for the c-di-GMP-
regulation disabled strain. (A) Median curli expression, (B) production rate, and (C) number
of cells for traces from both microfluidics experiments (r1 and r2) aligned by the time at which
they exceeded a threshold of 103 fluorescence units. Shaded area is interquartile range.
Compared to the WT, the rate of curli induction is faster but traces show more variability in a

mutant without the global or local c-di-GMP regulatory modules.



