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Tables and Figures in Supplementary Materials are available at figshare DOI: 

10.6084/m9.figshare.21785273   

 

Figures 

Supplementary Figure S1. Manhattan and Q-Q plots for LS males and females in the Swedish 

cohort 

Supplementary Figure S2. Manhattan and Q-Q plots for non-LS males and females in the 

Swedish cohort 

Supplementary Figure S3. Manhattan and Q-Q plots for non-LS males and females in the 

German cohort 

Supplementary Figure S4. Manhattan and Q-Q plots for non-LS males and females in the 

USA-AA cohort 

Supplementary Figure S5. Manhattan and Q-Q plots of Meta-analysis of non-LS sex groups 

in Swedish and German cohorts 

Supplementary Figure S6. Manhattan and Q-Q plots of Meta-analysis of non-LS sex groups 

in Swedish, German, and USA-AA cohorts 

Supplementary Figure S7. Differentially gene expression in LS sex groups in the Swedish 

cohort 

Supplementary Figure S8. Differentially gene expression in non-LS sex groups across 

different cohorts 

 

 

Tables 

Supplementary Table S1. Results from SNP association analysis in LS males in the Swedish 

cohort 

Supplementary Table S2. Results from association analysis in LS females in Swedish cohort 

Supplementary Table S2X. Summary of heritability statistics for LS sex groups (SWE) 

Supplementary Table S3. Conditional analysis of top SNP in LS sex groups 
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Supplementary Table S4. Results from association analysis in non-LS males in Swedish 

cohort 

Supplementary Table S5. Results from association analysis in non-LS females in Swedish 

cohort 

Supplementary Table S6. Results from association analysis in non-LS males in German cohort 

Supplementary Table S7. Results from association analysis in non-LS females in German 

cohort 

Supplementary Table S8. Results from association analysis in non-LS males in USA-AA 

Supplementary Table S9. Results from association analysis in non-LS females in USA-AA 

Supplementary Table S10. Interaction analysis in LS sex groups in the Swedish cohort 

Supplementary Table S11. Interaction analysis in non-LS sex groups in the Swedish cohort 

Supplementary Table S12. Results from meta-analysis of non-LS males in Swedish and 

German cohorts 

Supplementary Table S13. Results from meta-analysis non-LS females in Swedish and 

German cohorts 

Supplementary Table S14. Results from meta-analysis non-LS males in multi-ethnic cohorts 

(Sweden, Germany, and USA-AA) 

Supplementary Table S15. Results from meta-analysis non-LS females in multi-ethnic cohorts 

(Sweden, Germany, and USA-AA) 

Supplementary Table S16. UKBB SNP look-up in LS males in the Swedish cohort 

Supplementary Table S17. UKBB SNP look-up in LS females in the Swedish cohort 

Supplementary Table S18. UKBB SNP look-up in non-LS males in the Swedish and German 

cohorts 

Supplementary Table S19. UKBB SNP look-up in non-LS females in the Swedish and German 

cohorts 

Supplementary Table S20. UKBB SNP look-up in non-LS males in the Swedish, German, and 

USA-AA cohorts 
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Supplementary Table S21.  UKBB SNP look-up in non-LS females in the Swedish, German, 

and USA-AA cohorts 

Supplementary Table S22. Results from gene-base analysis on LS sex groups in the Swedish 

cohort at P< 2e-6 

Supplementary Table S23. Results from gene-base analysis on non-LS sex groups in SWE-

GER and SWE-GER-USA-AA cohorts at P< 2e-6 

Supplementary Table S24. Results from gene-based comparison analysis in LS and non-LS 

sex groups across cohorts at P< 2e-6 

Supplementary Table S25. Summary of eQTL mapping in LS and non-LS sex groups across 

cohorts in different eQTL databases 

Supplementary Table S26. Summary of eQTL immune cell mapping with Eugene database in 

LS and non-LS sex groups 

 


