Gene model
KH.S563.4
KH.L141.43
KH.L24.10
KH.C4.649
KH.C4.115
KH.C6.129
KH.L128.2
KH.C3.474
KH.C1.396
KH.S1075.1
KH.C2.14
KH.C6.185
KH.C12.301
KH.C7.131
KH.L172.15
KH.C3.591
KH.C2.402
KH.C1.118
KH.C9.65
KH.L6.1
KH.L170.62
KH.C9.462
KH.C4.394
KH.C1.1067
KH.C10.464
KH.L119.20
KH.C3.178
KH.C7.173
KH.L170.66
KH.C4.760
KH.L18.65
KH.C11.495
KH.C8.585
KH.S1090.3
KH.C2.506
KH.C4.719
KH.C1.1157
KH.C14.402
KH.L139.24
KH.S346.10
KH.L147.13
KH.L147.29

Gene name
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COE3_COE1_COE2
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SOGA3_MTCL1_SOGA1
CECR5
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FSTL5_FSTL4
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DPP4_DPP10_DPP6
RFNG_LFNG_MFNG

SCN2A_SCN1A_SCN3A
TRAF4_TRAF2_TRAF6
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CTR2_CTR1_S7A14
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1.9099
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RIMS2_RIMS1_RIMS3
RGS19_RGS17_RGS20
S6A11_S6A13_S6A12
KCNK9_KCNK3_KCNKF
NRX1A_NRX2A_NRX3A
FA78B_FA78A
GABR1_GABR2
GCYB1_GCYB2_GCYA2
KI26B_KI26A_KIF9
PTN13_FRPD2
JIP1_JIP2

RUND1
TLE4_TLE1_TLE3

MCF2L_MCF2_MF2L2
TBA1C_TBA1A_TBA3C
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STMN2
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1.0328
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0.9730
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1.5537
1.4357
1.5464
1.8457



KH.C3.389 RAB2A_RAB14_RAB2B 0.2491 1.3347
KH.C10.81 2A5A_2A5D_2A5G 0.2132 0.6266
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