
>dHMXcne_Zebrafish
--------CCACTGTCATAAACTGAAAAAGAATTATCACTCGATAATTTCCATTTGACCA
TATCTTTATGCAAAGAAGGGGGTGGGGGTAAACAGACAACATGCTCTCTGCGCATTAAC-
----ATAGACGTTAGAAGACTCTGGATAAATAGTTCAAATAGCCGGCTATAACAATCCCC
TCCCCTCATTTGTGTT-------CATAAATCACTTTT---------------TGTAAACG
TGAAAATTCCTATTCCCTTTGTGAATCTGACGGGGTTGTCATGTCATCAAAGCTTGGGCT
AT---------TCAAAACTGACGGAACGGTGATTTAACAATTTCGATAAAAAACGATAGC
CTACGTTTAGTTGGCCGACCTCATATTTTCAAGCGGAAAGGATAGCAACTCACTGCGTCA
CAGGATGAGGCT------------------------------------------GACAAA
ATGGACCATCATCTGCCCAATTGAATTATCTTTCGCTGT---------------------
-------------------GTAGGGAAAATGTTTTTCAGCGCTCTGCAAAGTACATTTAC
CCACAATAGACGGCGAGAACGTGAACTCAATCCTACGTAC--------------------
------------AACACTTTAGAGGAAACTGGCCTATCT---------------------
--------TTGCTTATTACTTTC------TTGAAATGTTTTGGTGTTATTCA--------
--------GGGAAAAAGGATATCTTCTTT------TTTGCTCCACCTTTCCCATTTGCCT
TTGTGATTGAAAGCGAGCATCAGATTTTCATCAAAGTTCTATTAAGTGAAACATAGGTTG
CGGGGCAGCCTCTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCGGAGAGGAATGACACCACAACGCC-----GAGGGGCGGTCGATTCGCTTAATTTCT
CCCTCAGGGATTGATGAGTATATCAGAGCAGTAGATTGGAAACCCATTAAGA--CTCAAT
GGTT-A---------GGTTGTTAATTGGATCTTGATGAAT------------AGA-----
-----AGCCCTTGGT--TGAACTATACTGATCCAATCTTCTTGACTTTCTGTTTTCCAAT
AAATTACCCAATTCATTTCC-CAGCCGTAGATTACATAAATTGTACACCTCCAGGGCTTG
AGCTTCCCGCCTGCTCGCTCTCGCTCTCTCTCTCTCTCT-----------------CTCT
CTCTCTCTCTCTCTCTCTCTC---------------------------------------
---------TCTCTCTCCAAAAACCATTTGAGAAAAAATAAAAGACCAGCCTCAGAA--T
CTTGAATGAAAATCGAAACATAATCAGCGTTTATACTTAGAAAATTTATTGATATCATTT
TCTCTGGTAATT-TCCTTATCTTAAAGTT-GGACATGCCATATATCACAATACACACGTG
TAAAGGGCC----------C----TTTGTTTAATATTTATCGAAGCTTGATTTTCAGATC
AAAGGCGCCCATGACTTCATCTGTCTTTCTAGTGGAAAGCATTTT--------TACCAGA
GCTCGATGTGTATGTTCGGTCATTACTATCTGCTGCAGCACGTGCCAAAAAG-------C
CTGTTCAGCCGGATTTGAAAGATCTTT---AGCTT---TCTGAACGCAAGACCGATTGTC
CCATAATCATTGGGTGTTCATCACAGTAAACCTGTCTAGG----TATTTGCAAAACTTAT
AGGTGCTCA-----------------------GTTTGCCGTCGTGGTCAATAGGCTAATA
GAAACAACTTTTCAAAAATTTTGCACACTATAA--AACATTAACAG--------------
--CTGCACATCAACAAAAAAATGATAATACTGCTC---------CCTCCTTCCCAAACAC
G------TTCAATATAACACCGTGAGGGGCCTCCATTTCTGGTGTATTGTTTTTGTTTAA
TATGTCTAAA----------------------------------CGGCCTTTAAGCTATC
CAGCCTCGGCTGACAGGCGCAGCATA-----TAAAACCGGCTCTTTAACGATCATTGCGG
ATTTCACGCCTTATGTGAATGCGCCATAAATCGTTGAGCCGCTGTGAACTAGACACTCAT
ATTTTACGCACTAAATGGCTATA-------------------TGTGGGCATATGGTCTCT
TACAATAGGTCTCTTTAAC----------------------AACCGTTCCAAACAGAGTT
GCAGATTGTGACAGTTCAAC------------------------------CACATCGTTT
CCATCATCGTGTACATATATAGCGC-ACGTGTCGTATTTGCTAGACCAAACAAATATCTT
CCAAATGTTTGAGCTAGTCACACATACTG---------CAAATGAGA---
>dHMXcne_Chrysemys
----------------------GAAAGTTACATATTTAGGAGGCAAAACAAGTTCTATGG
ATATTAAGAAAAGAAAAGAGTATGGGTCCAAATCCTGCAGTCCTCACTCACGCAAAACTC
CCCACTGAGTTTGGC------CTCAGTAGGTATTCAGAATTGCGGGATTCTGCCCTGGGT
GCATAGGGAGCGCTGCAAG----CCTGTGGCTTCCAG---------------GGTGAAAG
CAATAA------------AATTCGAGGTAAAGGGGGGACGGAGGGGTTACGCTGTACCTT
TTCTGACTGTTACGAGT----------------TACTCACGCATATTTCAAAGTCCAAAT
CAACCAATC-----GCAAGTTTGCCTCTTTACCAACATAAACCACTTT------------
--------AGCTCTGATTTAGACTGCCTTGTCTTTGGTCTTTATCGTGATAAAAGGGGGT
AGAGGGGAATATTTGTTTTATTGACTGCTCACTTTCCCC-----------------CACA
---TCACATGTGTGACGCCAGATATATAGGCAGGTGCCATCCTCCAGGCATTCCCGCTGC



CTTTGAAAGCGGCAATTTGATGGGACTAAAAACTCCGCTT--------------------
----------------CTCTGAGGTTTGGTCACCTGGTC---------------------
--------------TTGCCTCTC------CTGAGCT---CTAATATTTTAAATA------
--------AATATAAAGAATCTCTTGCTC------------TCCTAAGCTCTATTCGCTT
TCATGATGGAGTGGAACCATCAGATTTTCATCAAAGTTCTATTAAGTGAAACATAGGTTG
CAGGGCACCCTCTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCAGAAAGGAATGACACTACAACGCC-----AAGGGGCGGTCGATTTTCTTAATTTCT
CCCAGAGGAATTGATGAGTCTATCAGGCCACTAGATTGGAAACACATTAAAG--CTCTCT
GGTT-A---------GGTTGTTAATTGGAACTTGATGGAT------------AGG-----
-----GGGCCTTGGA--TAGGCTATGCTGATCCAATCTTCATGACTTTCTGTTTTCCAAT
AAATTACACAATTCATTTTC-CAGCCACAGATTACATAAATTGTACACCTCTAGGG----
---------------------------CTCTCTTTTTCA--------AATAGGGAGCCCT
TTTCCCC---------------------AA-----AAG----------------------
---------CCTATTGCGAGATGTCATTTG-----CACCAAGAAACGAGCAGCAGAAGCT
CTTGAATGAAAATCGAAACATAATCAACGTTTATACTTAGAAAATTTATTGAGATCATTT
TCTCTGGT-ATT-TCCTTATTTTAAAGTTTGGACGCGCCATATATCATAATCCACACGTG
TAAAGGGGA----------C----TGTGTTTAATATTTATCGAAGCTTGATTCCAAGATC
AAACTTGTTTATGACTTCATCTGTCATTTCAGA-GGGAGCCTTCTTCCAATATTACAGCA
GCTCAACAAGCCTAT-------TTTCCAACTGCTGCAAAA---GCAGTGGAGATCAATTT
TTATTAGGCTCC-TTTGAAAGCTTGCTCAGGGCCA---CTTTAATACTGAGC----ATTC
TAATAATCTGGAGAGCTAA---ACTTTAAGCGTTCATTCT----GTCTTGGAAAGTTTAT
CTCACTGTA-----------ACATTGGACCGTATTTAGCCTCTCACACATGCAGGAGCTG
AGTTGCATCCCAGACTGCGTGG-------------AAATGTGAACATCCGAAACACATAT
AACTGGGAAAAGACACAGAGATGCAGATTCTATTTCGCATTTATCCCCAATACAATCGCC
A--------------------------------GCTTCTGCGCTGCTAAATATTTGATCA
TATGGTAATGAAAGTGTAGTTGGGATGCTTCCACCACCTGAAAGGGAAGTCCAAGAGCCC
CAGA---------CAATCTACATGGATAATGTCAAAGCAGCCATTCAG------------
--------------GCCGAATTAATTCCCCAACACAAGATTGGTATTGATAAATATTTCC
AGAAGTAAAACGGACAACAAACATAATA----------------------------TTTT
AGCTTATCGTTCTCCTGAC--AGATGTGGTCATTTAACAAGTTGAAACTGAAATGGGCGT
ATAAAATCTGCCCATTTAGCTATGACAGGGCAGA---------------------TTTCA
CGCCCTGTCTGCACCGGTTGTAAATTCTGTTCCAACTCTGCTCCAGTCAGAAGTCCCAAT
ATATCACCGTTTCACAGAGGACTCTGCCC---------TATGTGAGCATA
>dHMXcne_Xenopus
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
-------GCCTGCTCT-------CCTGTGCCCCCC-------------------------
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
-----TGGCCACTAACACTGCTGCCTGCTCTCCTGTGCC---------------------
---------------------------------------------------CCCCTGTGC
CCCC--------------------------------------------------------
------------------------------------------------------------
-----------CTGGCCACTAAC------GCT----------------------------
------------------ACCGCCTGCTC------------TCCTGTGCCGGGTCCCTGT
---TGATAGAGAGCGAGCATCAGATTTTCATCAGAGTTCCATTAAGAGAAACATAGGTTG
GAGGGCAGCCCCTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCAGAAAGGAATGACACTACAACGCC-----AAAGGCCGGTCGATTTCCTTAATTTCT
CCCAGAGGAATTGATGGGTTTATCAGGCAACTAGATTGGAAAGCCATTAAAGACTCCTCT
GGCTGG---------GGCTGTTAATTGGAACTTGATGGAT------------GGA-----
-----GGGACTCAGTG-GAGGCAATGCTGATCCAATCTTTAGGACTTTGTGTTTTCCAAT
AAATTACCCAATTCATTTCC-CAAGCACAGATTACATAAATTCTACTCCTCCAGGG----
-----------------------------CTCTGGGTTA--------AAAAAGCCCCCCT



TCTCCCC---------------------ACCCCATAAG----------------------
---------ACTAT-GCCAGATGCCATTTG-----CACCAAAATAT------------CT
TCTGAATGAAAATCGAAATATAATCAACGTTTATACTTAGAAAATTTATTGCAATCATTT
TCTCTCGTAATT-TCCTTATTCTAAAGTTTGGACATGCCATATATCATAACCCCAGTCAG
TGGGGGAAAAATAGGCAAGTACCATGTGTTTAATATTTAGCAAAGGTTTATTCCAAGATC
AAACTTGTTTATGGCTTCATCTGTCATTTACACCCATAGACTTTCCCCAATATAACGGCC
CAGCAACAAGCCTA--------TTTCCAACTACAGCACAAAGGGAAAAAAGGATCAATTT
TTATTAGG-----GCTGCATGAAATCTCACAGCTC---CCTCAGTGTGAAGC----TGCT
TTGGTGCCATAAGGATTAACCCACTGGCAGCCTCCATTCTCAGGGCAAGGGAAAG---AA
AGGATCATG---------GAGCAGTGAGAGAGATATATGAGAATATAGATAATTAATATA
AGCCTAGAACCTTCATTCTCTGTTCCTATTGAA--AACAGCATCTGCCTGTCC-------
--TTTGTTATTTACT--GCACTGCTGGTTCTGACTACA----TGCACCATTAAAGTCTCC
A--GTCCCTGTACACTGC---------TACAACTGTCCTCCTTTACATTCTGTTTAATTA
TAGAACATGGGAGACACTGTAGGAGT------------------TGGAGTCTAGGTTGTA
GGGAGTCAGAA----CCAGCAGTGCACAGAACAGTACAGGGCAGTCAG------------
----------------ATACTGCTATTAATATCAGCATTTATAAATAACTAAACATTTCT
AATAAATGTACATTAAAAAGTTACTTAGAGTTAAGGGTTAGGGTTGTTCACCTTGAAATT
AACTTTTTATTATTATTA-------ACATTTATTTATAAAGCGCCAATATATTCCGCTTT
ATATAATGTAGACATT--GCTATTCTGAGACAA-------TTTGCAATTGGTTTTTATTT
TTTTATTTTTTCAGTTATTTAGCTT-TTTGTCTAGCAGCTCTCCAGTTTGGAATTTCAGT
AGCTATCTGGTTGCTAGGGT------------------------------
>dHMXcne_chicken
AAAGATGCTGCGAGTGGCTCCGTAATAATCGCTTTACTCCATCGACTCCGCGTAGCGCGC
AAACGGGACGAGGAGACCATTAGGAGCATTAACAGATTGGCACGGCGTAATGCTGCGGTC
CCTATTGATCGCGGCACGTCTGTAAAATATTGTTTCCAATGAATCTATTGTTCCC---GC
TCTCTTTGGGCGCTGTTGGTGACCTTGCGCCGCTCC----------------CGCCCCAC
CGAGGTGTCCTCGGAGCTCTGTCCGGGCCTCGGAGCCGCCCCA-GAGCGGGGTTTGGGGG
TTGGCGACGTCTCAAAAGCGTGCGGAAAAATAACTCTGACATAAGGAAAAAGGGGAAGGA
GA------------GAGGCCGGGCGGCTTCGAGGGGCCGCAGCTTCGC------------
----GTTGAGCTCGGCTGAGAGGTCCGAAGCTTTTCGCGTCGGTATCGACGGGGAAGG--
---GGTGCAGCCCTGCCCCGCGCAGCGCCTCCCCATCCC---------------------
--------------------------------------------------GTTCCCACGT
CCCCAC----GTGGGGGCACAGGAACCGGCGGCGCTCCGGCCCCGTCCGCTCCGCTCTCC
CCGCCCCGTCCGGGTGCCCAGCAGTGGGAGCGCAGCGCC------------GGGCAGAGC
CCCGATCCTCGCTGAGCGCTCACCTGGAGCCCGGCGGGCCCCGTGTTTTCAATA------
--------AATAGAAAGAATCTCTCGCTC------------TCCTCGGCTCTATTCGCTT
TCATGATGGAGTGGAACCATCAGATTTTCATCAAAGTTCTATTAAGTGAAACATAGGTTG
CAGGGCACCCTCTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCAGAAAGGAATGACACTACAACGCC-----AAGGGGCGGTCGATTTTCTTAATTTCT
CCCCGAGGAATTGATGAGTCTATCAGGCCACTAGATTGGAAACACATTAAAG--CTCTCT
GGTT-A---------GGTTGTTAATTGGAACTTGATGGAT------------AGG-----
-----GGCCCTCGGA--TAGGCTATGCTGATCCAATCTTCGCGACTTTCTGTTTTCCAAT
AAATTACACAATTCATTTTC-CAGCCGCAGATTACATAAATTGTACACCTCTAGGG----
---------------------------CTCTCTTTCTCA--------AACAGG-AGCCCT
TTTCCCC---------------------AA-----AAG----------------------
---------CCCATTGCGAGATGTCATTTG-----CGCCAAAAAACGAGCGGCAGAGGCT
CTTGAATGAAAATCGAAACATAATCAACGTTTATACTTAGAAAATTTATCGAGATCATTT
TCTCTGGT-ATT-TCCTTATTTTAAAGTTTGGACGCGCCATATATCATAATCCACACGTG
GAAAGGGGA----------C----CGTGTTTAATATTTATCGAAGCTTGATTCCGAGATC
AAACTTGTTTATGACTTCATCTGTCATTTCGGA-GGGAGCCTTCTCCCCATATTACGGCC
GCTCTACGAGCCTAT-------TTTCCAAGTGCTGCAGAA---GCAGTGCAGATCAATTT
TTATTAGGCTCCTTTTGAAAGCTTGCTCAGGGCCA---CTTTAATACCGAGC----ATTG
TAATAATCTGGAGATCTAA---ACTTTAAGCGTTCGCTCT----GTCTTTCAAAGTTGAT
CTCGCCGTG-----------CCGGTTGATCACATTCGCCCCGACGGCGCGGGCGGGGGGC
GGCCCCATCCCTCAGGGGGCGGCGGGGGGCGGATTGGGCCGGACTGCCCCGGGAGCGTTC
GTTCTGTCGTGTGCTGACGGGCGTCGGGGCTGATTCAT------CCCCCTTGGGAGCGGC



G-----ACGGAGCGCGGC----TGAGCTCCTATTGGCTTGGCCCGGTTTGGTTTGGTTTG
CTTTGCTTTG--------------------------------------CTTCGGTTTGCT
TTGGTTTGGTTTGCTTTGATTTGGTTCGGCCC----GCAGGCTGCTGGTGCTCCCTTCCC
TTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCCTTCCC
------------------------------------------TTCCCCCTTCCCTTCCCT
TCCCTTCCCTTCCCTTCCCTTCCCTTCCTTCCCTTCC-----------------------
--------------------------------------------------CTTCCCTTCC
CTTCCCTTCCTTCCCTTCCCTTCCC-TTCCCTTCCCTTCCCTTCCTCCTTCCCTTCCCTT
CCCCTTCCCTTCCCTTCCCTTCCCTTCCC---------TTCCCT------
>dHMXcne_Human
------------------------------------------------------------
----------------------AGAGAGGAAAGAGCCACGAGAACAACTAGGCGGGATGT
ACTTTTGAGCCCTGC-----------CGGGTGTCTCCGATCGGAGTCTGGGGTTGAG---
--ATTTGGGCTGCACTTGTCCCCGGTGTGTCTCTCCGGCGGAGTACCCTGAAGGTGCACG
AGGTGGGGAGCATAGGCTGAGGTGGGTAATCGGGTCCTGGATAGAAACACAACCCTCGTC
CTCACTGGGGCCCATGTATGCGCCTGGGATTCCTCCCCACCCT---TCCATTTCCAGGAC
CC------------CTAAGGGTATCACTCCAGCGACGGGGCGGTTCTG------GAGACC
CGAGGGAAGGGATAGCTGGAGACTGCAGCGCGCCTTCTCCGAGAGTCCCCTG--------
-GAGGTGCGCATGAGTTGTACTAGCGCAGATCTCTTCCTTGGCTGCTGCTCCTGGCGATG
CATCTCCGGGGGAAACTTCCCAAAGTCTGAGTTGCCGGGGTTCCAAAAGGATCCCTTTGG
GTTTAGGCCTGGGAGAGGTATAGAGCCAGCGAGAGAGCGC-----------GTTGCGCCT
ATCACTGAGGCAGGAGCGGTGAGGTGGAGTCACCTGCTG---------------------
---------------TGCCTCAC------CCAAGCG---CTAATGTCTTAAAGA------
--------AATATAAAGAATCCCCTTCTTTCGTGAGCTCCTTCACCGCCCTCGCCCCCGT
TGGTGATGGAGTGCACGCATCAGATTTTCATCAAAGTTCTATTAAGTGAAACATAGGTTG
CAGGGCACCCTTTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCAGAAAGGAATGACACTGCGTCGCC-----AAGGGGCGGTCGATTTTCTTAATTTCT
CCCAGAGGAATTGATGAGTCTATCAGGCCACTAGATTGGAAACCCATTAAAG--CTCTCT
GGTT-A---------GGCTGTTAATTGGAACTTGATGGATGTGGGGGGGTGGGGAGGGGG
GTGGAGAGTGTCGGGACTCGGCTATGCTGATCCAATCTTCATGACTTTCTGTTTTCCAAT
AAATTACACAATTCATTTTC-CAGCAGCAGATTACATAAATTGTACACCTCTGGGG----
---------------------------CTCTCTTTTTCA--------AATAGGGAGCCCT
TTTCCCC---------------------AA-----AAG----------------------
---------CCTATTGTGAGATGTCATTTG-----CACCAAAGAACGAACAGCAGAGGCC
CTTGAACGAAAATCGAAACATAATCAACGTTTATACTTAGAAAATTTATTGAGATCATTT
TCTCTGGT-ATT-TCCTTATTTTAAAGTTTGGACGCGCCATATATCATAATCCACTCGCG
TGGGGGCGGGGGGGCAGA-C----TGTGTTTAATATTTATCGAAGCTTGATTCCAAGATC
AAACTTGTTTATGACTTCATCTGTCATTTCGGA-GGGAGCCTTCTTCTATTACC----CG
GCTCAGCCAGCCTAT-------TTCCCAACTGCCGCAGA----GCAGAGAGGATCAATTT
TTATTAGGATCC-TCGGCAAGTTTGCTCTGGGCCG---CTTTAATATTGAGC----AGTG
GCATAATCTCGGGACCTAA---ACTTTAAGCGTTCTTTCA----GGCTCAGAAAGTTTAT
CATTCCTTG-----------GAACCTGGTTATGCCTAATTCCTAGGAGAGGGAGACAGGG
GGT--CGATCCCAAAGATGCAG-------------AGGGGCCATCCTCCAAGGTG-----
--TGGGTATTAAACTGAGTAGGATTGGGCGGAG-------------CTATCCCAAGGCTA
G--GGAGGTGGGCGGGGT---GTGGGATAGTACTGAGTTGAAGGATT---------GCCA
CTCGTTAGGGGAGAGACATGAGGTGTCTGTGGGTGGTGGTTCCAGGAACTGAGTGTTCCT
GGGAGTGAGTT--TTGTAGCTACACTGGGCCCAGGAGAGGGCGTCTGG------------
-----------------------GCCTCCGTGCTCCCGGTGAAGATCCCCATATGCTAGA
AAGGGGCGGCAAGGAAGGTTGT---------------------------TTCTTGTCCCT
CCCGTCCTTGCGGTGTGAC--GGCTATAGGTGCTGGAGGGGCGGGAGGTCCCTCGGGCTA
TCAATCGAGGGGAGCTCAGGGGAACTGCAGTCAGTCAGGCTGCAGAGCTGGGTCTCCACC
ACAGCCTTCCTTGCCCCAGCCCCGT-GCCCACCACCATCTCTTCCCTGG-----------
--------------------------------------------------
>dHMXcne_Mouse
----------------------------CGGGTCTTTCCTTGCTGGAGCAGATGATGTTG
ACCTTTTATCATACAAACAAGGAGGGTGAAAGAGGCACCTCTCTTAACTATGCCTTAAAT



ATTAGGGAGCACTGC-----------CTAGTGCTTCCCGCTGGGATCTAGGATGAAG---
--ATTTGAAGTCCACTTGA-----TTGCTCTTCTTT----------------TGTGAAAA
CTGTGAGAACCAACAGTGAGGTGGGAAGGGAAGG--------------------------
---------------------------GGGTGCCAAGGAGGTAGGGTTCTAGACTACAAC
CATAGTC-------CCAGCCCGATCTATTGATCTGCATGAGACTCCTTCTAACTCCCACC
CATGACTGGGCATGACTGGGGAGAATATTGATGCTTGATGCTTCTTGCCTCCAGGAAG--
-GGAGTGCTCACCGGCCATGCTAGCTTACTGTTC--------------------------
------CATGGAGAGGAGTGCAAAGTCTGGGCGCTGAGGTGGCAAAAGAGGTCTTTCTGG
TTCTGGT---GCCTGGAGAAGTGAGCCAAGGAAAAGGTGT--AGGGGAAGAGAGATGCGC
ATCATTGAGTCGGGAGCAGTGAGGTGGACTCATCTGGTG---------------------
---------------TCCCTCAC------CCCAGCA---CTAAAGTCTTAAAGA------
--------TATAGAAAGAATC-CTCTCTCAAGAGAGTTCCTTCACCACCCTCACCCCCCT
CGGTGATGGAGTACAAGCATCAGATTTTCATCCTAGTTCCATTAAGTGAAACATAGGTTG
CAGGGCACCCTTTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCAGAAAGGAATGACACTCAGTCGCC-----AAGGGGCGCTCGATTTTCTTAATTTCT
CCCAGAGGAATTGATGAGTCTATCAGGCTACTAGATTGGAAACCCATTAAAG--CTCTCT
GGTT-A---------GGCTTCTAATTGGAACTTGATGGAT------------GTGGGAGG
GGGGGGGGTGTCGGGACTAGGCTATGCTGATCCAATCTTCATGACTTTCTGTTTTCCAAT
AAATTACACAATTCATTTTC-CAGCCACAGATTACATAAATTGTACACCTCTGGGG----
---------------------------TTCTCTTTTTCA--------AGTAGGGAGCCCT
TTTCCCC---------------------AA-----AAG----------------------
---------CCTATTGTGAGATGTCATTTG-----CACCAAAGAACGAACAGCAGAGGCC
CTTGAATGAAAATCGAAACATAATCAACGTTTATACTTAGAAAATTTATTGAGATCATTT
TCTCTGGT-ATT-TCCTTATTTTAAAGTTTGGACGCGCCATATATCATAATCCACTCGTG
GAAAGGGGCGGGGGCGAGAC----TGTGTTTAATATTTATCGAAGCTTGATTCCAAGATC
AAACTTGTTTATGACTTCATCTGTCATTTCGGA-GGGAGCCTTCTTCCACTATTACCA-G
GCTCGGCCAGCCTAT-------TTCCCAACTGCCGCAGA----GCAGAGAGGATCAATTT
TTATTAGGCTCC-TCCGCAAGTTTGCTCTGGGCCG---CTTTAATATTGAGC----AGCC
ACATAATCTCGGGACCTAA---ACTTTAAGTGTTCTTTCA----GTCTGGAGAGGTTTAT
CATTCCTTG-----------------GAACAGGGTTTGTGCCTAACCCTTATGGAGAGGA
GACTCAAGCCCCCTCTG------------------AAAAGCAACTTCCTAGGG-------
--TGTCCATTAAACAGAGAGACATAGGGAAGGGAGGAG--------CTATCTGGAGACTC
A------GTGGGCGGGGCCAAGTGGGGGAGTACTAAGCTGAA-------GGATTGATCAA
CTTGATCCAGA----------------------------GAACTGTAACTGAAGGTTTCT
TGGAGTGGGTA--CCAGAGCGGTGTGGGACTCAAAAGGC----TCTGG------------
-------------------------CCCTTATCTACACACTTAGTGAAGTCTAAGTCCCC
AGGAGTCTGAAAGAGGAGGTGC------------------GGTGTTGCTATTTTATTCTT
TCCAGTTCCTCCCTGTGACCGAGTAGAATGAGAGTAGAATGACTAAGTGGAATGAGTGGG
ATGAGAGGTGACCAGTCAG-------------AGGAAGGTCTTTAAGCCTCTTGTACCCA
CCACCCCCACTCACTTAACTAGCTTAGTGTGTTCTCTGTGCTGGGTGTGAGAGTGTGTGT
CCCTTTGTTTCTGTTGTGCGTGACTTGCTAGTTCAATGTGTATGGGTGAA
>dHMXcne_lamprey
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
-------------------------CGAGGCGTCCCG---------------CGCGCAAC
GCGCGT------------------------------------------------------
----------------------------------------------AACGAAGTAGAGAT
CT----------------------------------------------------------
---------------------------------------------------------G--
-TCGGAGAACCCCACCTCAACCAAGGCACCCCACCCACT---------------------
-----------------------------------------CCACCACGACACCCCGTGC
GA--------GACGGCGAGATAGAATTGGCAACGTAAC----------------------
------------------------------------------------------------
------------------------------------------------------------
--------AAAAAAAAGTAGCACCGCCAC-----------------GGCACT--------



---TGATATAGCACTTCCATCAGGCTTTCATCCGAGTTCGATTAACCGAAACATAGGTTG
CAGACCA-ATGCTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACAGATAG
TCGCCACAAAGAGTGGCGTTACACGGGCCGTGGCGGGGACCGTCGATTTTCTTAATTCAT
CCCAGAGGGACGAATGAGTCTATCAATCCAGTAAATTGGAAAGCCATTAGCG--CCCCGC
GGTTCATGGGCCTCGCGGTGTTAATTGGAACTTGATGGAT--------------------
-CGCCGCCCCTTTGA--TGGGATCTGCCGATGTAATCT-CGCCACCGCCCATCTCACAAT
AAATTACGCGATTTATTTTCTCTGCCATAAA--GCATAAATTC--CTCCTC---------
---------------------------CTCTCCCCCCCACCACCACCACCACCCATCCCC
ATCCCCCTCACCCGCCTCGCTGGGGCCGAGGCTGTAGGTACAGGCTACAGCGGCGGAGAT
GCGGGGCGACCCATCCTGGGCCACCATTCA-----TGCGGGCAAGGCGACGGTGGACGC-
--TGAAAGAAAATCGAAACATAATCAACCTTTGTGGTTAGGGAATAGATTGGCGCCATTT
TCTGCCGTAATTCCCCCCATTTTCACCCTATGCTGGGACATACATCATAATA--------
TAAAGGGCAAAATACGGC-T----GGCCTTTAATATTTATCGGTGGTTGATTCTCAATTC
TTACTTGTTTATGACTTCATTTATCATCGCGGACTGTAACCTTTTCCA------------
----------------------TTTC-----------------GTAGAA---------TA
TTATCAGGCAA--GCGAAAACTTCGCTCG---------CCTCACGACCAAAT--------
----------------------ACC---------------------------------AT
TTCGCCGTA-----------ATATTTGTTGACGGCCGC----------------------
------------------------------------------------------------
---------------AAAAAGAGTAAAATATGA---------------------------
------------------------------------------------------------
------------------------------------------------------------
-------------------------------CAAGAGAC---------------------
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
------------------------------------------------------------
--------------------------------------------------
>dHMXcne_elephantShark
------------------------------------------------------------
--------------------------------------------------TGCTTCAGTT
CGTATTGATCGCAAAATGTCTGCAAAATATTGTTTCAACGAACGGTATTGGTCGCCGTGC
GCTCCGGGAATGTTTATGA----CCTTCATTTGTTGG---------------CATAAAAG
GTAAAT------------TAGTCTACTTATAGGA--GGCAAAATTAGCACAGTCCCCCCC
CCCCCCCCATCCCAACCTGGTCTTCAAAGTTCACGCAAACTCTCGGCACAGTGTTCCAAA
TA------------CCAGGATAATGTATTCATTTGCTGCGTATT-TTCCTAAATGGCACA
----AAGGTATTTTTCTAGTAGTCACTTTTATCCTTAAACCGAGTTTCCTTAAATA-G--
-TAATTAACCACGAGTAGTGTTCGGTGACAATGCGTCACCTGTCCGGGGTTTTGTG----
---------------------AATGCTTAACGTTTAATTTATTGAAGAAAATAACTGTGT
CA--------GATTGAAAAAGGGGACACACACACACACACAACAAAAAAATCCAGTTTAG
GTTTAAATGAAGAACGCTCAGTAGAGAAGCCACAGCTCTCTCGGTTGTACCTGGTGGAAC
TTTGAGCCCCGCTGTTCCTCTAC------CCCGTTGTGTTATTAGTTTTTATTATTATTT
AGGAATACAGTATAAAGAATCTCTGGTAC------------CTTTTATCCCCATTCGCTT
CCATGATGGAGTGTAACCATCAGATTTTCATCAAAGTTCTATTAAGTGAAACATAGGTTG
CAGGGCA-CCTCTGATTGAAACAGTTTAAATTTTAATTGTGTTTTTAATTTGACATATAG
TTGCAGAAAAGAATGACACTACA-CGCT-----ACGGGGCGGTCGATTTTCTTAATTCAT
CCCTGAGGAATTGATGAGTCTATCAGTCCACTAGATTGGAAACCCATTAACG--CTCAAT
GGTTTACGCGTCTTGGGTTGTTAATTGGAACTTGATGGAT------------TGT-----
-----AGCCCTTTGA--TAGGCTATGCTGATCTAATCTCGATGAC-TTCTGTTTTCCAAT
AAATTACACAATTCATTTTC-CAGCC-CCGATTACATAAATTGTACACCTCCAGG-----
---------------------------CTCCC---GTGG--------AATGGGGAGCCTT
TTTGC-------------------------------AG----------------------
---------CCTATTGCGAGGTGTCATTTG-----TACCAA-----GAACAGCAAG--CT
TTTGAATGAAAATCGAAACATAATCAACGTTTATACTTAGAAAATTTATTGATATCATTT
TCTTCGGTAATT-TCCTTATTCTAAAGTTC-GACGCGCCATACATCATAATACACCCGTG



TAAAAGGA-----------C----TGTGTTTAATATTTATCGAAGCTTGATTCGCAGATC
AAACTTGTTTATGACTTCATCTGTCACGGCAGG-TGGAGCCTTTAGAATATTATATAGGC
AGTCGG-GAGGCTAT-------TTTCCAGCAGCATAAAC----CTACTAAAGATCAATTT
TCATTAGGGAC--AACGCGAGTCTGACATATTCTATACTTTTTATTTGGGGGGGGGGGAG
GGGGGAGGTGGAGGATTTC---ATTTTCTGCGCTCTTGCAATCTGTGCTGAAGAGCATTA
ATGGACGTGGGGTCCAGTAAGCGGTGACCACAGCTCAGC----TGTGCATTGGGCAAAGA
GATTTCGAAGCCAAGACACTG----------GA--GAACATTAGTGGGAGAGG-------
--CGCCAGGTGAACAA----GTGCAGTGTATGTCTTACAACCGACCGTGTTTTGAGGACC
AAGGATCTTGATGATGGT---GTGGTCTTTAGCTCTCTCTCTCTCTCTCTCTCTCGCTCG
CTTCAAGCAGA------------------TGCGCGCAGCTAACAGGGCTTTTAAATAGTT
AAGCTTCGCAAAACGTGCCCTATTTAATGTGTCACTGCGGATTTCACG---CCATATCTT
TATTAGCTCCAAACTCCATTCAGACACAGTACCCCCCGCTTTAGCTGCCGGCAGTCTATC
A---CTTGGTAGAAATGCTCGCTTCTCTGAACGTGCAATGTGTCTCGCACATCTCCGTGT
GTTAGTTGCATTTTTTAAA--AAATAAACTTTTTTA--------------AAAGGAAAGC
ACAAAAGAGGAAAAACGA-------------------------------------CCCCC
CCCCCCTCCCCCACCCACCCCCAGG-CGCCCCCACCCAGTCCCCATTTAA----------
--------------------------------------------------




