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Supplementary File 6. Transcription factors (TFs) predicted to bind vertebrate
UCNE or dCNE and Ciona CNE (ciCNE). Total TFs predicted to bind each element
are shown in brackets for each element in 9A. Counts for different TF subsets are
shown in part B.
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11

dCNE-uCNE shared
CiCNE - dCNE shared
CiCNE - uCNE shared

27
32
19

only in dCNE & uCNE
only in dCNE & ciCNE
only in uCNE & ciCNE

11
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only in dCNE
only in uCNE
only in ciCNE
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