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Training set (Charlie/Delta Coho

variables HR  beta conflow confhigh pval  povalsignif
CD8. Tumor 0.60 -0.51 0.44 0.82  0.00124 **
CDB8.Free. TR 0.60  -0.51 0.43 0,82 0.00149 **
CD&. Tumor  nn.20um.clust 0.70  -0.36 0.55 0.88  0.00214 **
CD8. Tumor__nn. 20um. prox 0.69 -0.37 0.54 0.88  0.00293 **
PDL1.Tumor_nn.20umm.prox  0.70  -0.36 0.55 0.88  0.00303 **
CDB.TSI_nn.20um.prox 0.60  -0.52 0.42 0.86 0.00508 **
PDL1.TSI_nn.20um. prox 0.61  -0.50 0.42 0.87  0.00679 **
PDLL.Tumor__nn.20um.clust  0.81 -0.22 0.68 095 0.01140 *
PDL1.TSI__nn. 20um.cliust 0.76 -0.28 0.59 097  0.02550 *
PDL1.TSI 077 -0.26 0.61 098 003480 *
CDR.TSI_nn.20um.clust 0.78  -0.25 0.61 009  0.04210 *
PDL1.Tumor 0.85  -0.17 0.72 0.99  0.04270 *
CDR. TSI 0.70  -0.35 0.49 1.00  0.05270 ns
CDR.Free. TST 0.71  -0.35 0.49 1.02  0.06060  ns
TSLTR_PDL1.d.ratio 105 0.05 0.98 112 015500  ns
TSLTR_CDSd.ratio 1.01 0.01 1.00 1.02  0.16300 ns
variables HR  beta conflow confhigh p.val  povalsignif
CDS8.TSI_nn.20um.prox 0.35 -1.10 0.19 0.63  0.00044 F**
CD8, Tumor 0,46 -0.78 0.31 0.68  0,00011 #*=
CD&. Tumor__nn.20nm.prox 0.48 -0.73 0.32 0.72  0.00035 #**
CDE. Twmor__nn. 20um.clust 0.48 0.33 0.71  0.00023 ***
PDLLTumor_nn.20um.prox (.48 0.32 0.72  0.00035 ***
PDLL. TSI _nn.20um.prox 0.40 0.22 0.72  0.00220 **
PDL1. Tumor 0.56 0,38 0,82 0,00270 **
PDL1.Tumor  nn.20um.clust .55 0.38 0.81  0.00270 **
CDS.Free. TR 0.50 0.31 0.81  0.00450  **
TSLTR_CDSd.ratio 2.40 1.30 460 0.00480
CD8. TSI 0.46 0.25 0.87  0.01600 *
CD8.Free. TSI 0.48 0.26 0.88 0.01800 *
PDL1.TSIT 0.55 0.33 0.90  0.01700 *
PDL1. TSI nn.20um.clust 0.56 0.34 0.91 0.010900 *
CDE. TSI nn.20um.clust 0.44 0.22 0.90 002400 *
TSLTR_PDL1.d.ratio 1.40 0.84 240 0.19000  ns

Validation set (Mike Cohort)

variables HR  beta conflow confhigh p.val  p.val.signif
CD8. Tumor__nn.20um.clust 0.62 -047 0.48 0.81  0.000543 ##*
CD8. Tumor 0.59 -0.53 0.43 0.81 0.000997 ***
CDS8.Free. TR 0.59 -0.53 0.43 0.81 0.001160 **
CD8.Tumor__nn.20um.prox 0.63 -0.47 0.46 0.85 0.002670 **
PDL1.Tumor_nn.20um.prox 0.64 -0.45 0.47 0.86  0.003070 **
PDL1.Tumor 0.80 -0.22 0.66 098 0.027400 *
CDS. TSI nn.20um.prox 0.68 -0.38 0.48 0.97 0.032500 *
CD8.TSI 0.63 -0.46 0.40 0.99 0.047400 *
PDL1.TSI_nn.20um.prox 0.69 -0.36 0.48 1.00 0.047600 *
CD8.Free. TSI 0.63 -0.46 0.40 1.00  0.050800 mns
PDL1.TSI 0.77 -0.27 0.57 1.02 0.071700 mns
CD8.TSI_nn.20um.clust 0.78 -0.25 0.59 1.05 0.096200 mns
PDL1. Tumor nn.20um.clust 0.86 -0.16 0.70 1.04 0.117000 ns
TSLTR_PDL1.d.ratio 1.02  0.02 0.98 1.07 0.282000 mns
TSL.TR_CD&d.ratio 1.08  0.07 0.03 1.24  0.316000 ns
PDL1.TSI_nn.20um.clust 0.88 -0.13 0.68 1.14 0.332000 ns
variables HR beta conflow confhigh p.val  p.valsignif
CD8. Tumor__nn.20um.clust 0.41 -0.88 0.28 0.62  1.6e-05 ****
CD8. Tumor 0.42 -0.86 0.28 0.64  5.3e-05 =
PDL1.Tumor nn.20um.prox 0.40 -0.91 0.26 0.63 T.2c-05 ****
CDS8. Tumor_nn.20um.prox 0.44 -0.81 0.20 0.68 2.1e-04 H¥¥
CD8.Free. TR 0.44 -0.82 0.28 0.69 3.8c-04 ¥
CD8.TSI_nn.20um.prox 0.38 -0.98 0.21 0.68 1.2e-03 **
PDL1.TSI__nn.20um.prox 0.38 -0.96 0.21 0.69 1.6e-03 **
CDs.TSI 0.25 -1.40 0.09 0.70 8.4e-03 **
CD8.Free TSI 0.25 -1.40 0.09 0.70  8.4e-03 **
TSLTR_PDLI1.d.ratio 2.20  0.80 1.20 4.10  1.2e-02 *
CD8.TSI_nn.20um.clust 0.30 0.11 0.82 2002 *
PDL1.Tumor nn.20um.clust 0.59 0.39 0.90 1ld4e02 *
PDL1.TSI 0.49 0.27 0.89 1.9e-02 *
PDL1.Tumor 0.59 0.38 0,92 2.0e-02 *
PDL1.TSI_nn.20um.clust 0.49 0.26 0,92 2.6e-02 *
TSLTR_CD&d.ratio 1.50 0.91 2.40 12001 ns
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