Supplementary information, Fig. S4

a b GO term
_ nuclear division
_ chromosome segregation
TOP2A
MKI167 0 40
_ DNA replication
WDR76 - nuclear division
DTL
0 40
SOX9 _ lung development
ETV5
stem cell differentiation
GRHL1 -
NCAM1 0 6
ASCLA _ branching morphogenesis of an epithelial tube
SYP _ semaphorin-plexin signaling pathway
0 5
< x o . ° Scaled o )
Qq’v o&\/ é‘o «é% o.‘\(\ expression _ epithelial cell fate commitment
o
< Q7 4 N N 2 _ neuroendocrine cell differentiation
Q7 < 2 S &
Q/ %O %O Qz\) 0 6
N/ N/ -2
3 g -log(p-value)

2.5

. % v A
. e ’. o:' ..:‘5 . :.g}
; b °"'.‘3 38 B 'o'.:*-
° e _‘:.,:&. ...'J»' ;..
2.5 ‘!h-’ e, » 20 S ok 25
& ¥ ) 22" oot
% G
0.0 ‘ 0.0 0.0
Cell subtype
@ EPI_SOX2M/ETV5®
@ EPI_TOP2A+
© EPI_SOX9"/ETV5"
O EPI_DTL+

@ Neuroendocrine cells



Fig. S4 Heterogeneity of lung epithelial cells.

(a) Heatmap showing differentially expressed genes of 5 epithelial cell sub-
types, with representative genes listing on the right side.

(b) Bar plots showing the Gene Ontology (GO) terms of 5 epithelial cell sub-
types. GO enrichment was performed using clusterProfiler.

(c) UMAP projecting RNA velocity and the expression of SOX2/SOX9/ETVS
at weeks 4, 6, 8. The cell subtypes were annotated by their markers corre-
sponding to Fig. S2c.



