
Primer name Purpose Sequence (5'→3')

Ms1035-CR-F1 ATATATGGTCTCTATTGTGACGCCATCACCTACATTAG

Ms1035-CR-F2 GTGACGCCATCACCTACATTAGTTTTAGAGCTAGAAA
TAGCF3H-CR-R1 ATTATTGGTCTCTAAACTCTAGAATAGTCTCTAGCTCC
AAF3H-CR-R2 CTCTAGAATAGTCTCTAGCTCCAATCTCTTAGTCGACT

GSTAA-CR-R1 ATTATTGGTCTCTAAACGAAATCGCCCTCTTCAATGA
CAAGSTAA-CR-R2 CGAAATCGCCCTCTTCAATGACAATCTCTTAGTCGAC

Ms1035-CR-SF ATTGTGACGCCATCACCTACATTA

Ms1035-CR-SR AAACTAATGTAGGTGATGGCGTCA

TPD1-CR-SF ATTGTTGGGACCAATAAGTATGCC
TPD1-CR-SR AAACGGCATACTTATTGGTCCCAA
CYP704B1-CR- ATTGCATCCTCAAACACAACAAGA
CYP704B1-CR- AAACTCTTGTTGTGTTTGAGGATG

Ms1035-CR-F1 ATGGAATTCCCCAGTACCCC

Ms1035-CR-F2 AATACAAATCCAAGAACCTTAAGGC

Ms1035-CR-R GCCTCCATCAGTTTAGTTAATCCA

F3H-F ATTGGCTCCACCATTATTTCGT
F3H-R TCGGTGTGTCGTTTGAGCC
GSTAA-F TCATTGAAGAGGGCGATTTC
GSTAA-R CCGACCTAGTTCACCCACATC
P6-25-F2 GGTAGTGGAAATGATGCTGCTC
P6-25-R5 GCTCTGCCTATTGTCCCATATATAACC
gRNA-F TTCCCAGTCACGACGTTGTAAA
gRNA-R TGCAGGCATGCAAGCTTTAT

Ms1035-off1-F TTCACCGATTGGATTGGCG

Ms1035-off1-R TTAGAACTCCCTAACTCAAGAAGGGA

Ms1035-off2-F ATTGAAATGTCTTGAACTACGAAATG

Ms1035-off2-R TGTAAACATGTTGCCTTAACCGA

GSTAA-off1-F GATTTGTTCCCTAAGAGTTGTGTT
GSTAA-off1-R AGGTGTTCTTCCGACTGTAG
GSTAA-off2-F GCATAGTTTGCATGGGTTCATAGG
GSTAA-off2-R TTGCCGCGTCATTCTTAAGTC
F3H-off1-F ATAACCAGTCCACAAGGATGTCG
F3H-off1-R TCTCCCTCTGAACCTATTACCTACAA
F3H-off2-F GCTGTTTAAGACCATAGGGGACA
F3H-off2-R GCAAATTCAGAAGTATGCTCGTG
Wo-F TCCAGGGAGACCTCCTGGTA
Wo-R TCAACGGTGCATTTGATGAGA
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