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Supplementary Figure 7: MAC-Score predict response within mutational subgroups 

A Event-free survival of first-line 5-AZA/VEN AML patients stratified by above and below 0.4 of 

MAC-Score preselected on mutations. 

B Patient characteristics of 95 diagnostic AML samples with retrospectively assessed factors 

associated with MAC-Score. Univariate linear regression was performed for every parameter. 

Multivariate logistic regression was performed on parameters with p<0.1 in the univariant analysis. 

MAC-Score: Mediators of Apoptosis Combinatorial Score, ROC: Receiver operating characteristic 


