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A99

Homer de novo motif P value Motif Targets (%) Background (%)
Qé?ﬁ% 7 AGIZ 10717 EHF 57.1 22.7
EéTTAS'TQAE 10%  bzIP (FOSL1:JUN) 15.8 76
iéé&iéc ACC 10°% KLF/Sp family 322 208
%ggéIL E? 107 NFY (CCAAT) 51.5 40.4
éAAéQCQ N 10°® GRH family 36.7 26.9

DMS53

Homer de novo motif P value Motif Targets (%) Background (%)
ﬁﬁgk‘g AA égi 107% EHF 64.4 20.5
QT ASTCA%% 10°%7 | bZIP (FOSL1:JUN) 13.9 6
Xéégggcrgc 10 KLF/Sp family 402 27.9
CCGCCCLIITA 104 BCL6 25.6 16.6
QEATT G%Eé 10 NFY (CCAAT) 37.8 27.5

A549 (non-NEC, lung adenocarcinoma)

Homer de novo motif P value Motif Targets (%)  Background (%)
%AQTTCCT‘%§£§ 10" EHF 53.3 16.6
T AQTCAI 107" | bZIP (FOSL1:JUN) 17.4 6.5
§£‘;‘2§%2Q¢CCQ 107 KLF/Sp family 50.2 34.2
il‘xgclg 107 GREB2 39.0 24.6
s;%ATI . QEEQ 107 NFY (CCAAT) 31.0 19.6

Figure S10. Motif enrichment in the ELF3 genomic binding regions.
Top 5 motifs in the ELF3 genomic binding regions identified by ELF3 CUT&Tag assay in A99, DMS53, and
A549 cells.



