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Figure S2. Comparison between ChIP-seq and CUT&Tag in A99 cells.
A. IGV visualization of ChlP-seq and CUT&Tag signals for H3K4me3 and H3K27ac around ELF3 genomic locus in

A99 cells. B. Venn diagram showing overlapped ChlP-seq and CUT&Tag peaks in the H3K4me3-defined
promoter (left) and H3K27ac-defined enhancer (right) in A99 cells. C. Bar chart showing the annotation of

ChlIP-seq and CUT&Tag for H3K4me3 and H3K27ac in A99 cells.



