
Supplementary Figure S4
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Figure S4. IGV visualization around the genomic loci of FOXA1 and ASCL1.

RNA-seq signals, ATAC-seq signals and peaks, and H3K27ac CUT&Tag signals and super-enhancers (SE) 

around the FOXA1 (left) and ASCL1 (right) genomic loci in ECC4, A99, and DMS53 cells.


