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Vibrio_cholerae 1 MTLLLTHRWLSLLLCSLWAVPTLANIDLPETQRWSI|I FYRAALEQQSTPLVASQTLNQYPFA
Vibrio_vulnificus 1 MTLLLTHRWLSLLLCSLWAVPTLASIDLPETQRWSI|I FYRAALEQQSTPLVASQTLNQYPFA
Photobacterium_profundum R WOQFYQQAGLLSPEQNLSQADINRYPKS
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Y TWQD | ADLAATAKQEQPRNSS - -SPYL
Y TWQD | ADLAATAKQEQPRNSS - -SPHL

FHWQE | QQLWQ | DDQEIQQONQP LV TKAAL

Vibrio_coralliilyticus 1 ommmmme e KLAACFLFLFPLAA -QAQSLQEKWQSLYQQSWQ-ATALKI TQQQLSQYPTE YNWQE | EQVYQVSQTEKKNAQY - - SANL
Chromobacterium_vaccinii L s m e e e e e e e QAETAVVALQQLDAA LPLAELQALYRHGGQERAPWPA - - - - LP
Consensus
MTLLLTHRWLSLLLCSLWAVPTLA+IDLPETQRW+I|FY++ALEQQSTPLVA+QTLNQYPFALLSSHSQYPDFTQY TWQE | ++L++TAKQCQP +N+SVTS++L
110 ];20 ];30 140 ];50 ];60 170 ];80 ];90 2IOO
Vibrio_cholerae 101 AKAVE L RQTPEGAE QRVAWQ IEHLPDSEQASFASTHPTRFTLASRYHPLHTLWQRPGAAGVD LYLAPNDE LSSEA
Vibrio_vulnificus 101 AKAVE RQTPEGAE QRVAWQ IEHLPDSEQASFASTHSTRFTLASRYHPLHTLWQRPGAAGVD LYLAPNDE LSSEA
Photobacterium_profundum 70 QDA I E QKKS|EANN DNKALL LTSLDKPHRELFLTQHRRQLTLANQEHPLHALLSELSPQGVD YITEQST LNNDS
Vibrio_coralliilyticus 89 NDAIE NDQLESDD QTHTLL QDHQPNSQP - - -SQTIRRYLTINNPQHPLHAALSTLSNEGRE WME -KDT LSGEQ
Chromobacterium_vaccinii 53 ADLQR DGEAEPSA AHP - | LQRHPDSASALR ----- PYLHVRERP-EAFAGIGKLGDDSLA -WLLDGGD DGA
ADA+EFELALCRQTPLGAEWFQR+A++HPAGGSYADRY+EHLPDSEQA+FASTHR++LTLA+RYHPLHAL++RLGAAGVDALLNG+R+YLAPND+LWLSSEA
2IlO 2IZO 2ISO 2.40 2ISO 2IGO 2.70 2ISO 2.90 3IOO
Vibrio_cholerae 203 G VLSSVQ ALTAPLPFTLEPYQAHKPEDERYSNLEFNQRVSSHALLYSGLVIGVLLAFGAALRSLWLRYQEGR S
Vibrio_vulnificus 203 G VLSSVQ ALTAPLP FTLEPYQAHKP DERYSNL FNQRVSSHALLYSGLVIGVLLAFGAALRSLWL YQEGR S
Photobacterium_profundum 172 G A 1DANQ PLAHSMKLA | TDN- TAAVESFRYSNIELNVAIPKPQLTRWILVFLALAITAFLITRNIYQRRQNAK M
Vibrio_coralliilyticus 187 G AVTAET PVAKQLDI TLS- - - -GPNETFRYSNLE I SDVAENVLALRLFVAGLSILILYMTVKTLY TRRQQSR M
Chromobacterium_vaccinii 147 S RYGAAQ PLAEAAGLALSPLADGDAECPQPLGRIEARPLPPSPWWAWMALAGFSLLAAAGVLAYGWLQRRRLER D
GW++LSAVOWRP LAAPLP+TL+PYQA+KPCD+RYSNLCFNQRV+S+ALLRSGLV++VLLA+GAALRSL++RRQEGRERRFILQLLTHELRTPITSLGFTVE+
'3:10 3:20 3.30 '3:40 3:50 3IGO '3:70 3:80 3.90 4}00
Vibrio_cholerae 305 LRSQ EESPKABGESL MADHQR SETSRH SPSHD - TMARHPAQESDFIEHCIEGFEVELHEKHBS | LA GLEVT LS VPP IR
Vibrio_vulnificus 305 LRSQ EESPKABGESL MADHQR SETSRH SPSND - TMAHHPAQESDFIEHCIEGFEVELTEKHBP IVT GLEVT LS PPIH
Photobacterium_profundum 273 FREQ EESDNTQQTV MADHQR AE TSIKG SSQPEEQFQHQSAYESDWLDHY LEKYSLDY | ENEBPELN GICLE | K KGNVA
Vibrio_coralliilyticus 285 FRSQ REPNDTODAV MSDHQR TENSK | STQRSQQLLKQMASEDEWLEHTCEKHGLSYQENQDRELT SICLE | K HGK I E
Chromobacterium_vaccinii 249 FRSG Q PP GA QG FG ADGV LK ADASRH AADGR - LEAPQP LPESEWLDNVAERHGATYC DQ RNLN GLELD LR QPPVR
Cconsensus
FRSQFDELSPKAQ+S+WRLMADHQRLAQL+ETSRHYLSP++D++MAHQPAQLSDWLEHCIE++++EY+L++D++L+LPYYWLGLCL+NLL+NAKQHG+PP IR
410 420 430 440 450 460 470 480
Vibrio_cholerae 406 LTVSVVAQTER I EMEDCGE FPSFYQRLCKRLSRHQDTHSRPNTDN QLMRKL I TQM V | RRH RC |
Vibrio_vulnificus 406 LTVSVLSQT RI EMKDRY GE F SFYQRLFKSLSMPRSSHSRPSKDN QL RRL I TQM V| RRH RC |
Photobacterium_profundum 375 IDIH-VDQVER | QVUSPQGE FPS | AQRWLTLVS - - - - - - PSMSKTN V IMSRLMKQM | COQRK RC I
Vibrio_coralliilyticus 387 IRAT-LTNKEVIEMTBQEGD FRSAMAQFFTKFQ- - - - - - GKTNHEN SIMEHLMKLM V | RRR RC |
Chromobacterium_vaccinii 350 | QAGWERGRIERLAMSBG LPRYRLSLLRRE-------- LSASAG A I MRRVMKRL ALEGP TFT

I T+SV++QTLRIEVSDQGEFPSFYQRL++RLS+++++HSRP+KDNMG+GLQIVRRLMKQMGGKLV IRRHPTRCILELPL



