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Figure S2
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Figure S3
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Figure S4
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Figure S6

A SAMHD1 expression
Colon adenocarcinoma Low Medium High n P
Tumor 4 19 11 30 <0.001
Peritumor 25 4 1 30
B SAMHD1 expression
Lung adenocarcinoma Low Medium High n P
Tumor 8 25 18 48 <0.001
Peritumor 33 12 3 48
C SAMHD1 expression
Thyroid carcinoma Low Medium High n P
Tumor 13 23 22 58 <0.001
Peritumor 49 9 0 58
D USP7 expression
Colon adenocarcinoma Low Medium High n P
Tumor 10 11 9 30 <0.001
Peritumor 28 1 1 30
E USP7 expression
Lung adenocarcinoma Low Medium High n P
Tumor 11 29 8 48 <0.001
Peritumor 34 12 2 48
F .
USP7 expression
Thyroid carcinoma Low Medium High n P
Tumor 2 25 31 58 <0.001
Peritumor 38 19 1 58




Figure S7

E

log2(USP7 TPM) log2(USP7 TPM)

Survival probability

0.00

A

SAMHD1 expression

Colon adenocarcinoma Low High n HR 95%ClI P
Live 78 45 123 2.15 1.07-4.32 0.020
Death 15 19 34
B :
SAMHD1 expression
Lung adenocarcinoma Low High n HR 95%CI P
Live 22 86 108 3.34 1.65-6.74 0.030
Death 3 62 65
C SAMHD1 expression
Glioblastoma Low High n HR 95%CI P
Live 4 23 27 1.99 1.17-3.38 0.034
Death 9 87 96
D SAMHD1 expression
Glioma Low High n HR 95%CI P
Live 142 39 181 1.66 1.00-2.43 0.026
Death 76 35 111

Pancreatic cancer

F

Prostate cancer

Rectal Cancer

p-value £ 4.8e-05
R=03

2

4

3
log2(SAMHD1

6

5
TPM)

Gastric cancer

p-value = 7.9e-06 *
R=0.22

5 6 7 8

i
l0g2(SAMHD1 TPM)

== USP7=high
= USP7=low

log2(USP7 TPM)

10g2(USP7 TPM)
;

1.00

6

1092(SAMHD1 TPM)

Breast cancer

p-value = 1e-38. @ 4 p-value = 0.006 e
R=054 . . R=028 , 1ov 4
i s ]
] Z s
£
~ 24
o
[0
D <
S
D 2 -
o
2 i a e
log2(SAMHD1 TPM)
Glioblastoma

p-value = 4.6e-05 * @ -
R=0.31 O

6
L

log2(USP7 TPM)

p-value = 7e-07
R=0.15

== USP7=high
= USP7=low

3 4 5 6 7

log2(SAMHD1 TPM)

== USP7=high
= USP7=low

Chromophobe renal
cell carcinoma

4 p-value=84e-29 -
R=046 . .

log2(USP7 TPM)

1 3 a 5 8 7

:
10g2(SAMHD1 TPM)

Hepatocellular carcinoma

p-value = 2.7e-10 *
R=032 -

log2(USP7 TPM)

1 2 3 4

s 8
log2(SAMHD1 TPM)

7

== USP7=high
= USP7=low

2075 2075 2075
3 z =
© © ©
Q Q Q
[=] o 9
S 0.50 S 0.50 5050
z I c
@025 @025 @ 025
P=0.813 ’ - ’
0.00 0.00 0.00
0 1000 2000 3000 4000 0 1000 2000 3000 0 500 1000 1500 2000 2500 0 2000 4000 6000
Time(days) Time(days) Time(days) Time(days)
Colon carcinoma Lung carcinoma Glioblastoma Glioma



	-Figure S1
	-Figure S2
	-Figure S3
	-Figure S4
	-Figure S5
	-Figure S6
	-Figure S7

