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Supplemental Figure 5
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B

A

n=492

A B Neither A Not B B Not A Both
Log2 Odds 

Ratio p-Value q-Value Tendency

DACH1

ERG 386 41 52 13 1.235 0.015 0.051 Co-occurrence
FOXA1 407 45 31 9 1.393 0.022 0.054 Co-occurrence
SPOP 394 37 44 17 2.041 <0.001 <0.001 Co-occurrence
RPRD2 427 53 11 1 -0.449 0.613 0.613 Mutual exclusivity

ERG

FOXA1 389 63 38 2 -1.622 0.078 0.156 Mutual exclusivity

SPOP 367 64 60 1 <-3 0.001 0.006 Mutual exclusivity

RPRD2 415 65 12 0 <-3 0.179 0.256 Mutual exclusivity

FOXA1
SPOP 398 33 54 7 0.645 0.214 0.267 Co-occurrence
RPRD2 442 38 10 2 1.218 0.254 0.282 Co-occurrence

SPOP RPRD2 422 58 9 3 1.278 0.177 0.256 Co-occurrence

DACH1 SCNA -2 -1 0 1 2 Sum
Samples 51 126 309 4 2 492

Del Dip

DACH1 
Del 

(n=51)

DACH1 
diploid 

(n=309)

p val
Fisher 

test

p.adj
(Bonf)

SPOP 14 26 0.0023 0.012
FOXA1 6 9 0.0158 0.079
KMT2C 7 15 0.0583 0.29
TP53 3 20 1.0 1.0
GBF1 1 3 0.4617 1.0
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Supplemental Figure 7
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Supplemental Figure 8
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Supplemental Figure 10
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Supplemental Figure 13
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