


2

nature
portfolio

|
rep

orting
sum

m
ary

April2023

Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The data that support the findings of this study are provided in the Article, Supplementary Information, or Source Data file. Source data are provided with this
paper.

N/A

N/A

N/A

N/A

N/A

No sample size calculation was performed. Sample sizes were chosen based on previous experience with our zebrafish models and are
comparable to those in prior studies (Appelbaum et al., Neuron 2010). Sample sizes were provided in Supplementary Table 1 and
corresponding figure panels/legend, indicating by n.

In order to compensate developmental discrepancy of individual RGCs from individual larvae, based on the punctum number distribution at 4
dpf (61.8 ± 13.2, mean ± s.d., n = 72), we selected the axon arbor on which the initial total number of puncta at 4 dpf falls in between 45 to 75
to perform data analysis.

Each analysis in the current study contained multiple fish from independent experiments (usually 3 - 4) and the numbers of animals used were
provided in the Supplementary Table 1 and corresponding figure panels/legends, indicating by N. All attempts at replication were successful.

This study did not involve allocation of experimental groups. Data were grouped by mutant phenotype, light condition, circadian time or
different treatments.

In the study, the investigators were blinded to group allocation during data analysis. Specifically, the investigators were blinded to zeitgeber/
circadian time, the phenotype of fish, or treatments.




