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Supplementary Figure 1. Stool proteomic characteristics of CRC patients in Discovery

Cohort. Discovery cohort included 14 CRC patients and 6 HCs. (A) Spearman correlation

analysis of the hemoglobin components HBA1 and HBB. Each dot represents a sample. (B)

Spearman correlation analysis of SIO0A8 and S100A9. Each dot represents a sample.



