~log;o(p-value)

—log;e(p-value)

~log;(p-value)

arachidonate (20:4n6)

Pl
35 o 7528456 - 100 3
30 g
25 + i
20 =
E
15 3
10 @
5 2
0 H
z
O - =
Liver enzyme lgvels (alkaline phosphatase) HIV-1 viral sg 283 GWAS hits
HDL chglesterol Breast cancer omitted
LDL Prostate cancer
<VWCE SDHAF2—> <SYT7 DAGLA—> FADS2—>  BEST1—> INCENP—>  SCGB2A2—>
b W pARARLY i ™y - wam :
<DDB1 < CPSF7 LOC101927495—> MYRF— < FADS3 SCGB1D1—>
s Yo e -t [ (
TKEC— PPPIR32—>  RPLPOP2—> <~TMEM258 <-RAB3IL1 SCGB2A1—>
- - e v = W
<CYBS561A3 MIR4488—> < DKFZP434K028 <FTHL SCGB1D2—>
- | . [ i 1 gene
TMEM138—>  LRRC10B— <MIR611 <SCGB1D4  omitted
TMEM216—> FEN1—>
W h
<~FADS1
-
<MIR1908
T T T T 1
61.2 61.4 61.6 61.8 62
Position on chrll (Mb)
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Parkinson's disgase Interleukin-1-beta level
9 GWAS hits
Bipolar flisorder omitted
Bipolar disorder
ATP11B—> <Mcccl <~MCF2L2 <KLHL6
——i
<DCUN1D1 <LAMP3  B3GNT5—> LINC00888—>
i =) — ]
SNOR/‘AG3D~>
SNORAG3E >
KLHL6-AS1—>
[ T T T 1
182.4 182.6 182.8 183 183.2
Position on chr3 (Mb)
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HDL cholesterol HIV-1 vir Iselpcln{
40 GWAS hits
Magnesium levels Ulcerative colitis omitted
Response to treatment in ia (reasol
<RANBP10 < LCAT DUS2—> <ESRP2 PRMT7—> ZFP90—>  CDH3—
= W [ . e et [
TSNAXIPL—>  <DPEP3 NFATC3—>  SLC7A6—>  <-SMPD3 CDH1->
e . e —
<CENPT <CTRL <-DDX28 <MIR6773
- ' ' h
THAR11—> < SLC12A4 PLA2G15—> 1 gene
NUTF2-> <~DPEP2 <~-SLC7A60S omitted
- - .H
EDC4—> <~ DPEP2NB
- '
NRNIL—>
PSKH1—>
i
T T T T 1
68 68.2 68.4 68.6 68.8

Position on chrl16 (Mb)
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Common traits (Other) Eatin $sorders 10 GWAS hite
Personalify dimensions | omited
Atopic dermatitis
|<SELENBPL  TUFT1-> <CELF3  <RORC <S100A10 <TCHH <HRNR <FLG <CRNN
PSMB4—  CGN—> SNX27—> <MRPL9 ~ <-THEM4 NBPF18P—  <RPTN FLG-AS1—>
) v . . k=) W . A
<POGZ  MIRS54—> RIAD1-> <-C2CD4D <S100A11 ~FLG2
ey l W v W =
0AZ3—> <-LOC100131107 1 gene
< TDRKH <TCHHL1 omitted
- .
TDRKH-AS1—>
<LINGO4
W
LOC100}<32111~>
T T T T T 1
151.4 151.6 151.8 152 152.2 152.4
Position on chrl (Mb)
15 + 2 rs1168674 r 100
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27 GWAS hits
Urinary metabolites Inflammatofy skin disease omitied
Adverse response to (all antim
RNF34—> MIR548AQ—=  TMEM120B—~ <HPD WDR66—> MLXIP—  B3GNT4— <CLIP1
~KDM2B ORAI1—> < RHOF PSMD9—> BCL7A—> LRRC43—>
[~ = Wt ) =
<MIR7107 <MORN3  <-LINC01089 LOC100506691—> <IL31
) ) 0 " v
SETD1B—> <DIABLO
i e
LOC101593348—>
<~VPS33A
b
[ T T T 1
122 122.2 122.4 122.6 122.8
Position on chr12 (Mb)
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Quantitative tfaits

37 GWAS hits
oid| arthritis Glomerular filtration rate Facial omitied
isaki disease Visceral adipose reous adipose tissue ratio
CD40— <SLC35C2 <ZNF334 < TP53RK EYA2—

e - - .

~<-CDH22 <ELMO2 <-OCSTAMP SLC2A10—>
- w =
LOC105372633 > <-SLC13A3

[t B
eZNE563P
«MKIRN7P

T T T T 1
44.8 45 452 45.4 45.6

Position on chr20 (Mb)
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Radiation rgsponse

Position on chrl (Mb)

2—-hydroxyphenylacetate

12 GWAS hits
Menopause (age at onset) omitted
llicit drug use
<-RGS7 ~FH <-OPN3 EXO1—> BECN2—>
s — e |

MIR3123—> KMO - WDR64—> <-MAP1LC3C

i fil v W
eC:IML
T T T T 1
241.4 241.6 2418 242 242.2

Position on chr8 (Mb)
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Hypersomnia (HLA- &QBI 06:02 negative) 13 GWAS hits
Axial length Blood metabolite levels omitted
Blood levels Blood ratios
< TRUB2 ODF2—>  SPTAN1—> SET—> TBCID13—> PHYHD1—> MIGA2—>  <IERSL  C90rf106—>
1 oo Pt - = v Wi v '
CoQ4—> GLE1—>  <WDR34 <ZER1 <KYAT1 <DOLK DOLPP1-> LOC101929331—>
“ = = wan— —— v - W
SLC27A4—~ PKN3—~ ENDOG— NUP188—> < CRAT LINC01503—
MIR1268A—> <SPOUT1L <-SH3GLB2 PTPA—>
= e [N
URM1—> <ZDHHC12 LRRCBA—>
. . [y
‘*MIR‘ZIQAZ LOClDOEOGlOD**
MIR219B—>
CERCAM—>
o
[ T T T 1
131.2 131.4 131.6 131.8 132
Position on chr9 (Mb)
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LDL cn{nestemu Dupuytren's d’{sease
57 GWAS hits
Cholesterol, total Type 2 diabetes | | omited
Metabolic traits Inson
<ZC3H3  ZNF707— <SCRIB <PLEC <-OPLAH HGH1—> <BOP1
w - ) - - s
GSDMD—>  BREA2—> <MIR937  <MIR661 EXOSC4—>  MROH1-—> HSF1—>
- 1 i i ' [k byl "
< LOC100310756 <PUF60 <PARP10 CYC1—> | <MR7112 = <DGATL
<MROH6 ~ <CCDC166  <-NRBP2 GRINA—>  MAF1—> , SCX—> <SCRT1 8 genes
<NAPRT  LOC101928160—>  <EPPK1 SPATC1—> <~ MIR6848 omitted
. " - B )
<EEFID MAPK15—>  <MIRG845 ~MIR6846 <~ TMEM249
TIGDS—> < FAMB3H MIR6847 > <FBXL6
<PYCR3  <MIR4664 GPAAL—~ SLCs2A2—>
T T T T 1
1448 145 145.2 145.4 145.6
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Pulmonary functi

20 GWAS hits
Alopecia areata omitted
Radiation response
TAB2—> <PPIL4 <LATS1 <LRP11  ULBP1— PPP1R14C—>
i S [ty - —
<TAB2-AS1  SUMO4-> GINM1-> LOC645967—> <-RAETIE <-RAETIL
= ) o b w W
<ZC3H12D  <-KATNAL PCMT1—> <RAETIG  <ULBP3
i [N [ W "
RPS18P9—> <NUP43 RAETIE-AS1—>
LOC105378052—>
ULBP2—>
(]
< RAETIK
T T T T T 1
149.6 149.8 150 150.2 150.4 150.6
Position on chré (Mb)
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Mean plalelel];o\ume Urate e%s
27 GWAS hits
Urinary metabolites Inflammatofy skin disease omitied
Adverse response to (all antim|
RNF34—> MIR548AQ—=  TMEM120B—~ <HPD WDR66—> MLXIP—  B3GNT4— <CLIP1
<~KDM2B ORAIL—> <RHOF  PSMD9— BCL7A—> LRRC43—>
(- — =y s iy
<MIR7107 <MORN3 < LINC01089 LOC100506691 > <IL31
) ) 0 " v
SETD1B—> <-DIABLO
. Yes
LOC101593348 >
<~VPS33A
b
[ T T T 1
122 122.2 122.4 122.6 122.8
Position on chr12 (Mb)
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| dependence (age at onset)

Prifary bmaTP cholangitis
Urinary metabolites Primary biliary cholangitis

Pulse pressure

8 GWAS hits
omitted

PMS1—> <MSTN C2orfgg = INPP1—> MFSD6—> NABL1—>
e " F——e e e
<HIBCH <NEMP2
i P
T T T T 1
190.8 191 191.2 191.4 191.6

Position on chr2 (Mb)
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Non-alcoholic fatty liver disease histology (Iobular)T 52 CwAs i
Atopic dernatitis omitted
DNA (vari
<-EHD1 AREZ* VPS».::I% CAPN1—> CDC4aEP2$ NE&I% SC‘LI-J*) PCl\-lz(.Sﬁ KA7;5$ SNX?‘_Z.*)
<MIR194-2HG <CDCAS5 SLC22A20P— DPF2—= MIR612— < LTBP3 SIPA1— < AP5B1
. > 23 i ) i - A
<-MIR192 SNX15— <=FAU POLA2—= FRMD8—= MALAT1—> MIR4690— <MIR1234
s - y e ek . 6 b
<TM|R194—2 ZFPl_lﬁ T\GIPS% eTA\-.AMl MIR4§89*> OV(?_l.lﬁ 12 genes
‘*ﬂGZA M|R6‘379‘> ‘*SY-VNI ‘*SLC-25A45 MASC‘RNA‘* ‘*F\‘-ELA ‘*OVOIMJ’ASI omitted
<*‘M|R5750 SACSND14> SPD‘I(C% <*SSSCIAlfASl <*RNAISEH2C <*CFI;1
<*‘M|R6749 <*NA€L.ADL1 SSS(.:Ala MUSBl;>
PPPZ_F\‘SB% eTM%MZGZ FAMS.QB$ eEFEMPZ.
T T T T 1
64.8 65 65.2 65.4 65.6
Position on chrll (Mb)
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Femoral neck bdne geometry

Schizophrenia

49 GWAS hits
Chronic kidney disease aiid serum creatinine levels omitted
Hypertension
<GPR139 <GP2  ACSM5—>  <-ACSM2B <ACSM1  ACSM3—> LYRM1->
[ v oy W e .
<UmoD ACSM2A— <THUMPDL  <-DCUN1D3
<PDILT <ERI2 <DNAH3
i) rm -
REXO5—>
i
T T T T l
20.2 20.4 20.6 20.8 21
Position on chr16 (Mb)
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jor depressive disorder

Bipolar disorder (body mass index i

+
Central corneal|thickne|
34 GWAS hits
Axial lgngth | omitted

Central corneal thil

<-FBXO31 JPH3—> <-SLC7A5 BANP — LINC02182—=
Pt i [ 0
MAPILC3B— <-KLHDC4 <-CA5A <-LOC400553

= ——— ot v

<-ZCCHC14 <~L00193724457

LOC101928737 — < MIR6775
sl b
T T T T 1

87.4 87.6 87.8 88 88.2

Position on chr16 (Mb)
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Mear{ platelet volume Tonsillectomy|
Thyroid peroxidase antibody levels

Heschl's ayrus

Interleukin-2 levels omitted

KALRN—> <ITGBS <HEG1 <SLC12A8
Phis-~ LI sl S
MIR6083—> UMPS— <~Muc13 <MIR5092
" S e )
MIR544B—> <2ZNF148
! -
T T T T 1
124 124.2 124.4 1246 1248

Position on chr3 (Mb)
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Melapoma Fre{kles Tanning
87 GWAS hits
Freckling Skin sensitivity to sul omitted
Black vs. red hair color
ACSF3—> ~ANKRD11 RPL13—> SPATA33—> <-FANCA  TCF25—> <-DBNDD1
s O - [k Cwin -
LINC00304—> LOC101927817—>  CPNE7—>  CDK10—> SPIRE2—>  DEF8—> < PRDM7
LINC02138— SPG7—> DPEP1—> ZNF276—> MC1R— GAS8—
) pa-c. ey = . e
CDH15—>  LOC100287036—> SNORD68—> < SPATA2L TUBB3—>  <-URAHP
g W ' 0 . i 1gene
<SLC22A31 <CHMP1A SNORA119-> FAM157B—>  omitted
0 - ] e
ZNF778— <VPS9D1 <CENPBD1
LOC105371414— VPS9D1-AS1—> AFG3L1P—
' " Lo
<~ GASB-AS1
T T T T 1
89.2 89.4 89.6 89.8 90 90.2
Position on chrl6 (Mb)
* rs111389997 — 100
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T w
VWHiand FVIIl levels Pla%let cqunt
248 GWAS hits
aves' flisease 19G glycgsylation Eosinophil coufts omitted
letabolite levels 19G { fraction of red cells
<ABO SURF2—> CACFD1—> <FAM163B <—SARDH <VAV2 <BRD3 WDR5—
[ " . ' i T
<-SURF6 <-SLC2A6 DBH—> BRD30S—> ~<-RNUBATAC
O - Y O '
eMEDZZ eM}xMK eDBl;I—ASl LOC100%30548*>
RPLZA‘* ADAMTSL2—> 5 genes
SNOR"D244> omitted
SNOR‘DQGB%
SNOF\‘I‘J36A*>
SNOR?36C~>
T T T T 1
136.2 136.4 136.6 136.8 137

Position on chr9 (Mb)
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50
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M%}abollc traits
Uric acid levels

Amyotrophic Ialer%,rscleros\s ($poradic)
Macrophage inflammatory proteir] 1b levels
Plasma amyloid beta peptide concents

PHYHIPL—= <—SLC16A9 <=—CCDC6 <—ANK3
e SLeion
< FAM13C <MRLN <-LINC01553
wiFAMLC R -
T T T T 1
61 61.2 61.4 61.6 61.8
Position on chr10 (Mb)
4—-acetamidobutanoate
70 - 5
r rs1495743
[ 2

Triglyderides
Cholestgrol, total

Bladder cancer

*
Obesqyfre\aled tra|
ung function (FEV1)

Interleukin-12p70 levels

PCM1—> NAT1— NAT2— <PsSD3

e —e -
<-ASAH1
——
LOC101929066 —
)

[ T T T 1

17.8 18 18.2 18.4 18.6

Position on chr8 (Mb)
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Left ventricular mass

Metabolite levels
Response to angiotensin Il receptor blocker therapy

+
Metabolite levels (HVA/5-HI;

levels
RAI14—> <-RAD1 <AGXT2
- Wt
TTC23L—> <-PRLR
Ll
ERI"):l%
DNAJC21—=
e
T T T T 1
346 348 35 35.2 35.4

Position on chr5 (Mb)
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22 GWAS hits
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T Metabolic traits
Honjocysteine levels
Body mass index in

Body m%ss ind
Body mass ind

40 GWAS hits
omitted

<;_/:EHADL LANCL1-AS1—> CPS1—>
e'M”\_(‘Ll <~|;/LN_(E'L1 CPSll—ITlﬁ
T T T T 1
211.2 2114 211.6 211.8

Position on chr2 (Mb)
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Liver enzyme levels (alk:
38 GWAS hits
granulomatosis Bipolar disorder (body mass index interactign) omitted
Type 2 diabetes
<AIPL1 <KIAA0753 XAF1-> ALOX12P2—>  ALOX12—> =—ASGR2
. fhrasy = — =i Ch
PIMR_EG* TXND.Cl7*> FBX(»J}Q*) eALO&Z—ASl eASE}Rl
< PITPNM3 <MED31 <TEKT1 RNASEK— <DLG4,
01701100» RNASEK*917DFT494> 4 genes
<~M|Rl‘1520—1 C170:f49*> omitted
M\FMS‘ZU*Z‘* ‘*MIRM497HG
ALDXlMSPl% <7MI‘R195
<=SLC13A5 <-MIR497
) i
[ T T T 1
6.2 6.4 6.6 6.8 7
Position on chrl7 (Mb)
2 — 100
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Response to anglolensmTI receptor bloc} e;‘\lherapy HeTgm Stroke
Serum levels Monocyte count
Blood levels of myeloid whi
FAM1I35D‘> IQSEC3— ‘*S-_’I.C'EA”13 CCDC77—> < NINJ2
WASH8P—> <-LOC574538 ~<-KDMSA B4GALNT3—  LOC100049716—>
e ] Y
<*SEQAlZ <~LOC1[35369595
LOC101?29384*>
<7L0010>‘2723544
T T T 1
0.2 0.4 0.6 0.8

Position on chr12 (Mb)
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27 GWAS hits
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T Bilirubin levels Migraine T o5 GWAS hits
Calcium levels Attention deficit hyperactivity disorder Asthma, omitted
Bladder cancer Pulmonary function decline
ATG16L1->  DGKD—> UGT1A8—> <HJURP  TRPM8—> SPP2—>
win - e
SCARNAS—> <USP40 UGT1A10—> <MSL3P1
] v — '
SCARNAG— UGT1A9—>
) —_—
SAG—> UGTIA7—> 4 genes
UGT1A6—> omitted
UGT1A5—>
—
UGT1A4—>
—
UGT1A3—>
T T T T 1
234.2 234.4 234.6 234.8 235
Position on chr2 (Mb)
4-guanidinobutanoate
100 — 2 rs2020900 r 100

(Q/WD) YRl UoRRUIqIoIDY
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x 0
Erectile dysfunction and prostate cancer treatment ‘Fingnmve perf

33 GWAS hits
Migraine \diopathic dilated cardiomyopa  omitied
i +
KAZN—> TMEM51—> EFHD2—>  DNAJC16—> PLEKHM2—> < FLJ37453 SRARP—
— — ) . = v
<~ TMEMS51-AS1 FHAD1—> CELA2A— <—AGMAT SLC25A34—> SPEN—>  <HSPB7
i - " 4 - .
<Clorfl95 ~ <LOC101927417 CELA2B—> DDI2—> TMEM82—> <ZBTB17
) - " s W —
CTRC— RSCIA1-> FBLIM1—~ CLCNKA—
<CASP9 < SLC25A34-AS1 CLCNKB—>
s h -
SCARNA21B-> <UQCRHL <FAMI31C
[ T T T T 1
15.4 15.6 15.8 16 16.2 16.4
Position on chrl (Mb)
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r rs143982399
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isk in short sleep
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Al h - ¢ 1l Il
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Yu-Zhi corjstitution type in type 2 diabetes omitted

leficit disorder y bowel disease
LRRC7—> SRSF11—> HHLA3— LINC01788—>
e ) —
PIN1P1— <LRRC40  <-ANKRD13C CTH—
v [lni e (R e o
T T T T 1
70.4 70.6 70.8 71 71.2
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Bipolar d’{;order
Type 1 diabetes
Coronary artery disease

Pulonary function
Pulmonary function

<TBCID2B <-ACSBG1 CRABP1—> IREB2—>  CHRNAS—> LOC646938—> MORFAL1—>
[ v " e " v T
SH2D7—> DNAJA4—> HYKK—  <-CHRNB4 < ADAMTS? <CTSH
<cCiB2 <WDR61 PSMA4— <RASGRF1
W - - (A
IDH3A—> <CHRNA3 LOC100129540 >
v pha) "
T T T T l
78.4 78.6 78.8 79 79.2
Position on chrl5 (Mb)
rs3738055 &
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Liver enzyme levels (gama-glutamy! trans(eraseik Prostate ca|
Obesity-related traits
Height Carotid intima media thickness.
<PKN2-AS1 <-GTF2B  <-RBMXL1 <GBP2 <GBP5 GBP6—>
—_——— i w - - [
PKN2—> <KYAT3 < GBP1 <GBP7 <-LOC729930 GBP1P1—>
e - e i =
<GBP3 <GBP4
- -
T T T T 1
89 89.2 89.4 89.6 89.8
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Sylstgmic sclerosis 2408 GWAS hi
Systemic sclerosis Height | omitted
Systemic sclerosis
|CARMILL—> < GUSBP2 <HISTIH3I  HCGl4—> MOG-> MIR6891->  MSH5—> HLA-DQA2—> <IP6K3
SCGN—> HCG11—> <ZNF184 PGBD1—> OR2J1-> HLATH— <NRM MICA—> <-ATF6B <-TAP2Z <BAKL
<-HISTIH2AA  <HISTIH2B] < TOB2P1 <OR283 <HCG4B <MDCL HCP5—> PPT2—> <TAP1 [TPR3—>
HISTIH2BA—> <-HISTIH2BK ZSCAN9—> OR2J3—> HLA-A—> TUBB—> MICB— <-PBX2 BRD2—> <-MLN
" v ' 0 ' O O v O ' 298 genes
HISTIH2APS1—> PRSS16— <-ZKSCAN4 OR2)2-> HCG9—> <FLOT1  LTA—> <C6orfl0 <RXRB omitted
SLCI7A4—>  LINC00240—> OR2B6-> <-TRIM27 <HCG4 <GNL1 <HLA-B <PRRT1 HLA-DPB2—>
<SLCI7AL  HISTIH2AG—>  NKAPL—>  OR14J1—> TRIMIS—> MUC22—> <-VARS <MIR3135B <GRM4
<SLC17A3 HISTIH4I—> ORIF12—> HCG15-> HLA-V—> PRR3—> HCG26—> HCG23—> RING1—>
T T T T 1
26 28 30 32 34
Position on chré (Mb)
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Amyloid A serum levels

x
Cholesterol, tmgl

Ovarian reserye
Diabetic kidney disease

<-SERGEF <-SAAL1 LOC494141—=  GTF2H1—=>
i 0 LA

< TPH1 MRGPRX4—> <-HPS5
o h e

- SeA3P ‘*S}{\AA LDHC—
MRGPRX3—=> <-SAA2
[ )

<-SAA2-SAA4
=

SA/il -

LDHAL6A—= SPTY2D10S—
(= "

<-UEVLD
e

<-PTPN5S
———

LDHA— <-TSG101 <-SPTY2D1
- [ "

TMENJ.BGA‘*

< IGSF22
-

T T T
18 18.2 18.4
Position on chrll (Mb)
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5
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0
31 GWAS hits
omitted
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T
QT interval
QT interval

Blood metabolite [evels

Blood ratios

20 GWAS hits
omitted

CCDC113—= GINS3—= SETD6— <-SLC38A7
] ) . Wt

<-PRSS54 NDRG4—> <GOT2
e —ri- ==
<-CNOT1
e
<-SNORA46
v

<-SNORAS0A
"

[ T T T
58.4 58.6 58.8
Position on chr16 (Mb)

ethylmalonate
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nary function
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Wa\%\lfhlp ratio
Adiponectin levels

levels

60 GWAS hits
omitted

MIR548F3— LYPLAL1—=> <-L0C102723886
—— —
<-LINC01710 <-LYPLAL1-DT <ZC3H11B
" [l d
T T T T 1
219 219.2 219.4 219.6 219.8

Position on chrl (Mb)
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Response to angiotensin Il receptor blocker| therapy Height Stroke 27 GWAS hits
Serum métabolite levels Monocyte count omitted
Blood levels Hip adjusted for BMI
FAM138D—> IQSEC3—> <SLC6A13 ccpe77—> <NINJ2
V [E A it —_—
WASHgP— <LOC574538 < KDM5A BAGALNT3—>  LOC100049716—>
<~SLC6A12 < LOC105369595
wa "
LOC101929384—>
GLOC1Q2723544
T T T 1
0 0.2 0.4 0.6 0.8
Position on chr12 (Mb)
b
1S3916 1008
~ 40 | 3
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7 60 5
< 20 3
E} 7 40 3
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T 10 20 &
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Insulin LDL Fasting blood glucose
| 107 GWAS hits
Gamma glutamy! l]ﬁnspep(idase omitted
C disease risk factors
TMEM233—> BICDL1—> <PXN COX6Al—>  MLEC—> <HNFIA-AS1 <CAMKK2 <-KDM2B
— [ wri ' 0) 0 -— e
PRKAB1—> <RAB35 SIRTA—> <NRAV UNCLI9B—>  HNFIA—=> P2RX4—> <MIR7107
<~CIT <GCN1 <MSI1 RNF10— <SPPL3 <-OASL <ANAPC5  MIR548AQ—
~MIR1178 < MIR4498 <TRIAP1 CABP1—> < Cl120rf43 RNF34—>  ORAIl—>
h h l 3 - 5] H 1gene
<RPLPO GATC—> MIR4700—> P2RX7—> <MORN3  omitted
' .. i i "
PXN-AS1—>  <-SRSF9 ACADS—> TMEM120B—>
<PLA2GIB  <-POP5 XLOC_009911—>
DYNLL1—>
=]
[ T T 1
1205 121 1215 122
Position on chr12 (Mb)
P
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nsulin LDL Fasting blood glucose
1 107 GWAS hits
Gamma glutamy! |JFnspep(idase omitted
Ci disease risk factors
TMEM233—> BICDL1—=> <PXN COX6Al—  MLEC— <HNFIA-AS1 <CAMKK2 <KDM2B
— W i ' 0) 0 -— e
PRKAB1—> <RAB35 SIRTA—> <NRAV UNC119B—>  HNF1A—> P2RX4—> < MIR7107
n () W v 0 e - )
<~CIT <GCN1 <MSI1 RNF10—> <SPPL3 <-OASL <ANAPC5  MIR548AQ—>
- —_ " Vo e () am )
<MIR1178 < MIR4498 <TRIAP1 CABP1—> <C120rf43 RNF34—  ORAIL=> gene
<RPLPO GATC— MIR4700—> P2RX7—> <MORN3  omitted
' " i - h
PXN-AS1—> < SRSF9 ACADS—> TMEM120B—>
[3 W " —
<PLA2GIB  <POPS5 XLOC_009911—>
DYNLL1—~>
=]
T T T 1
120.5 121 1215 122

Position on chr12 (Mb)
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—log;e(p-value)

~log;(p-value)

ethylmalonate
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Multiple myelo%a (IgH translocation

(QA/WD) YRl UORRUIGIodDY

52 GWAS hits
Multiple myeloma (IgH translocation) omitted
Glycated in levels Red blood cell count
ZC3H18—> <-PIEZO1 <PABPNIL ACSF3—> ZNF778—> LOC101927817—>
== —— { AN - i
IL17C—~ CDT1->  <-CBFA2T3 LINC00304—> <ANKRD11 RPL13—>
v 5 —— " 0
~CYBA <APRT  LOC100129697—> LINC02138—>  LOC100287036—> SPG7—>
w . = v 0 P
<MvD <GALNS CDH15—> SNORDGS—> 5 0
SNAI3-AS1—> TRAPPC2L—> <SLC22A31 CPNE7->  omitted
<SNAI3 LOC101927793—> LOC105371414—>
<RNF166
-
CTu2—>
-
T T T T 1
88.8 89 89.2 89.4 89.6

Position on chr16 (Mb)
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12 GWAS hits
Bipolar disorder omitted
traits.
<-DCAF1 TEX264—= IQCF4—= <-RRP9 <-DUSP7 ALAS1—> DNAH1—>
b e v ) " £ firia s e
RADS54L2—=> <IQCF6 <-IQCF5 ABHD14A—> <-POC1A <TLR9 <BAP1
[RlLilal Cai-mety 3 3 , = E -
GRM2— IQCF3— PARP3— <—LINC00696 <~TWF2 PHf‘7~>
IQCFZ% GPR’IGZ% LOC101?290544> <~SEV\{\.'A.‘:!G 3 genes
IQCF5,AS1—>  ACY1-> PPMIM—> <TNNCL omitted
FI%CFI ‘*R?LZQ ‘*W.I?HRSZ NISCH;;
<PCBP4 <MIRLET7G
- ]
<-ABHD14B GLYCTK—=
) -
T T T T 1
51.6 51.8 52 52.2 52.4
Position on chr3 (Mb)
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12 GWAS hits
Bipolar disorder omitted
traits
< DCAF1 TEX264—> IQCF4— <RRP9 <DUSP7 ALAS1—> DNAH1—>
P e v " W £ e s
RAD54L2—= <-IQCF6 <-IQCF5 ABHD14A—> <-POC1A <-TLR9 <-BAP1
e . ] 1 0 patasba ) . -
GRM2—> IQCF3—> PARP3—  <-LINC00696 < TWF2 PHF7—
. . " v b ¥
IQCF2—> GPR62—> LOC101929054 <SEMAIS 3 ones
\QCFS:ASlﬁ AC“14> PPM.1M4> <~TNNI01 omitted
<-IQCF1 <-RPL29 <-WDR82 NISCH—=>
W ' mitt pu-
ePS‘BP4 <~MIRI‘.ET7G
< ABHD14B GLYCTK—
) -
T T T T 1
51.6 51.8 52 52.2 52.4

Position on chr3 (Mb)
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Homocysteine levels Body masq inde 27 GWAS hits
Blood metaljolite levels Body mass ind  omitted
Iron status biomarkers (total iron binding capacity) Sodium level
< ZSWIMS LINCO1144—> <CCDC163 NASP—> <IPP MAST2->
— P - e e
HPDL—> MMACHC— <-CCDC17 <PIK3R3
0 - 0 e
~MUTYH <PRDX1 <~GPBP1L1 < LOC110117498-PIK3R3
o - ey ke
TOE1— AKRIAl—=  TMEM69—
O e ]
<TESK2 < RPSI5AP10
T T T T 1
45.6 45.8 46 46.2 46.4
Position on chrl (Mb)
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qetabnlwc thaits Dialysis-related mortalit
37 GWAS hits
Metabolite levels omitied
levels (X-11787)
< EXOC6B SPR—  <RABLIFIP5S <EGR4 ALMS1-> < NAT8B ACTG2—>  <BOLA3
EMX1-> NOTO— ALMS1-IT1—> <-NAT8 C2o0rf78—> TET3—>
A " 0 1 . o
< SFXN5 SMYD5—> ALMS1P1—> STAMBP—> BOLA3-AS1->
e 0 = ot .
<PRADC1 <TPRKB DGUOK—
w - -
cc17— <DUSP11 <MOB1A
- Ll o
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&) —
[ T 1
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Position on chr2 (Mb)
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LANCL1-AS1—> CPS1—>
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Position on chr2 (Mb)
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Aspartate aminotrahsferase |ev}|s Migrgine without aura 7 S hits
Type 1 diabetes Asthma (childhood onset) omitted
levels Migraine without aura
<~CRTAC1 R3HCCIL—>  <-PYROXD2 ~MIR6507 CNNM1—>
[ e - ) P
<LOXL4  <HPSL <GOT1
- = [
< MIR1287
< MIR4685
LOC101927278 >
< HPSE2
T T 1
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TType 2 diabetes 2 GWAS hits
etabolic traits Crohn|s disease omitted
Blood levels Blood levels Crohn's disease
LOC101929147—> HSD3B1—>  <ZNF697  <HMGCS2 <ADAM30  <NOTCH2NLR
s ) - - ' e
LINC01780—> HSD3BP4—> PHGDH—>  <-NBPF7 <NOTCH2
4 = et -
HA’_O.%$ <*L\N(;ODGZZ FFS’E'GA
HAO2-IT1—>
HSD3B2—>
)
[ T T T 1
119.8 120 120.2 120.4 120.6
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Alzheimer's disease biomarkers Schizophrenia
25 GWAS hits
Response to serotonin reuptake inhibitors in major depressive disordef (plasma drug and metabolite levels) omitted
ponse to serotonin reuptake inhibitors in major disorder (plasma drug and 1

ACO2— XRCC6— MEI1—> SREBF2— SEPT3—> SMDT1—> < TCF20 <LINCO01315
[y [ L - W 0 e W
<-POLR3H <-SNU13 CCDC134— <-CENPM <=-NAGA OGFRP1—= <-NFAM1
- e = Cl - H -
<-LOC105373044 <-SREBF2-AS1 WBP2NL— <-CYP2D6
[ 0 [l .
CSI?_(EZ* C220Lf46~> M\F\‘S"SA% PHEIAZ**
<-PMM1 <-SHISA8 <-NDUFA6
[ " 0
<-DESI1 <-MIR378I NDUFA6-DT—=
W 8 —
<—TNFF:‘SF13C eLOCl(21929829
LINC00634— <CYP2D7
cl .
T T T T 1
42 422 42.4 42.6 428

Position on chr22 (Mb)
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—log;(p-value)

~log;g(p-value)
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ZF:\ rosis
atoid arthritis
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x
Quantitative tfaits
Glomerular filtration rate

Visceral adipose

Facial morpholo|

adipose tissue ratio

EYA2—

CD40— <-SLC35C2 <-ZNF334 < TP53RK
C) w - .
<-CDH22 <ELMO2 FOCETAMP SLC&/LIO**
LOC105372633— <-SLC13A3

e T
<~ZN||:663P
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T T T T 1
44.8 45 45.2 45.4

Position on chr20 (Mb)
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*
Plasma homocysteine levels (pus/;—meth\amne load test)
PR interval in Tripanosoma cruzi seropositivity

Blood levels
<VOPP1 <FKBP9P1  <SEPT14  MRPS17—> CCT6A—> ~LOC650226
[P W [/t v - ot
ZNF713—>  <-PSPH <LOC100240728
NIPSNAP2—> <—CHCHD2 DKFZpa34L192—>
SNORA22B—>
SNORA15—>
SUMF2—~
.
<PHKG1
-
<NUPR2
[ T T T 1
55.6 55.8 56 56.2 56.4
Position on chr7 (Mb)
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Waist-hip ratio 1gG glycosylation
Blood metahjolite levels Blood protein levels
Blood levels
Cl6orfa5— < MYH11 ABCC1—> NOMO3—>  NPIPA8—>
== - i
<~MARF1 < FOPNL <ABCC6 MIR3179-3—>
Ereny A ey i
<MIR6506 MIR3179-1->
NDE1—> MIR3179-2—>
MIR484—> MIR3179-4—>
MIR3670-2—>
MIR3670-1->
MIR3670-4->
T T T T 1
15.8 16 16.2 16.4 16.6

Position on chrl6 (Mb)
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Black vs. red hair color

137 GWAS hits
omitted

ZFPM1-> CDT1—>

ACSF3— <-ANKRD11
= -———

DPE»EI% SPIRE2—> <-PRDM7

<-10C100128882 LINC00304 — SPG7— <-FANCA <-DBNDD1
M i ) mEH Q)
<-ZC3H18-AS1 LINC02138—= RPL13— TCF25—=> FAM157B—=
b i O o Ha
ZC3H18—=> <-APRT CDH15—> SNORD68 > MC1R— FAM157C—>
W 4 - " ' Wt
IL17C— <-GALNS <SLC22A31 CPNE7— TUBB3—
' e v - "
<-CYBA <-PABPNI1L ZNF778—= <-CHMP1A DEF8—
i 1 - - -
<-MVD <-CBFA2T3 LOC105371414— SPATA33—  SNORA119—
" it D ) i
SNAI3;A31*> LOClOD%87035*> CDK.lﬂ*) eCEl\IlPBDl
T T T 1
89 89.5 90 90.5

Position on chr16 (Mb)
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19 genes
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*
lgamma-glutamy! transferase) Mevahol‘:Fe levels
17 GWAS hits
Metalolic traits Metabolite levels omitted
Blood levels Coronary artery disease
<-MICAL3  PEX26— LINC01662—> <-LINC01663 DGCR5—> <ESS2 <HIRA
<-MIR648 TUBA8—> <GGT3P DGCR6—> DGCR9—> TSSK2—=>
" == £ W v '
LINC01634—> USP18—> LOC102725072—> DGCR10—> <Gsc2
a i 0 " \
<LINC02592 <-PRODH <DGCR2 <CLTCL1
ras s [l B
<7L0019|5379550 %DGICRll L\NCO|1311~>
&SL(.JZSAl
[ T T T 1
18.6 18.8 19 19.2 19.4

Position on chr22 (Mb)

1,2—dipalmitoyl-GPC (16:0/16:0)
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Liver enzyme lpvels (alkaline phosphatase) HIV-1 viral s¢
HDL chglesterol Breast cancer
LDL Prostate cancer
<VWCE SDHAF2—> <-SYT7 DAGLA—> FADS2—>  BEST1—> INCENP—=  SCGB2A2—
b i e [ A e - T '
<-DDB1 <CPSF7 LOC101927495—> MYRF—~  <-FADS3 SCGB1D1->
[ Yo 5 -t [ (0
TKEC— PPPIR32>  RPLPOP2—> <TMEM258 <-RAB3IL1 SCGB2A1—>
L™ - ) v i W
<CYBS61A3 MIR4483—~> <~ DKFZP434K028 <FTHL SCGB1D2—>
TMEM138—>  LRRCL0B— <MIR611 <SCGB1D4
TMEM216—> FEN1—>
W h
<FADS1
<MIR1908
T T T T 1
61.2 61.4 61.6 61.8 62

Position on chrll (Mb)
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283 GWAS hits
omitted

1 gene
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Liver enzyme Ipvels (alkaline phosphatase) HIV-1 viral sq 283 GWAS hits
HDL chlesterol Breast cancer omitted
LDL Prostate cancer
|SVWCE  SDHAF2—> < SYT7 DAGLA—> FADS2;>  BEST1—> INCENP—>  SCGB2A2—>
<-DDB1 < CPSF7 LOC101927495— MYRF— < FADS3 SCGB1D1—>
wna T e far s A W
TKEC— PPPIR32—>  RPLPOP2—> <~ TMEM258 <-RAB3IL1 SCGB2A1—>
i - i v = W
<CYBS561A3 MIR4488 > < DKFZP434K028 <FTH1 SCGB1D2—>
- " Q) ' T 1 gene
TMEM138—>  LRRC10B— < MIR611 <scee1D4  omitted
TMEM216—> FEN1—>
" b
<~FADS1
[~
<MIR1908
T T T T 1
61.2 61.4 61.6 61.8 62
Position on chrll (Mb)
1,2-dipalmitoyl-GPC (16:0/16:0)
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S
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qut mic sclerosis
2396 GWAS hif
Systemic scjerosis Height omitted
Systemic sclerosis
JCARMIL1—> < HISTIH2B] ~<-TOB2P1 <-OR2B3 HLATH~> ATAT1—> MICA— <ATF6B <TAP2 <BAKI
SCGN—> ABT1-> ZNF391-> NKAPL—> OR2J1-> <HCG4B <NRM HCP5—> PPT2—> <TAP1 ITPR3—>
<HISTIH2AA  HISTIH4I—> ORIF12—> HCG15—> <-HCG4  MIR6891—>  MSH5—> <HLA-DQBL <-UQCC2
HISTIH2BA—> MIR3143—> ZNF165-> <-ZNF311 HLA;G— <-DHX16 HCG26—> <CGorfl0 <RXRB 298 genes
HISTIH2APS1—> <-ZNF204P PGBD1—> OR2J3—> HLAA—> <-MDCL MICB— RNF5—> BRD2-> <-IP6K3  omitted
SLCI7A4—>  HISTIH2AG—> ZSCAN9—> OR2J2—> HCG9—> TUBB— MCCD1—> HCG23— RING1—>
<-SLCI7A1 < HISTIH2BK <ZKSCAN4  OR14J1—> <TRIMIO MUG2L-> <-VWA7 HLA-DQA2—>  <MLN
<-SLCI7A3  HISTIH2AH—> ZSCAN26—> ~ <-ORSV1I <TRIM26 HCG22—> <LSM2 <MIR31358 <GRM4,
[ T T T 1
26 28 30 32 34
Position on chré (Mb)
30
r— 100
151077835 i
25 ‘ 08
o ’ 0s || 8
[

(Q/IND) Bl UoRUIqW0aY

87 GWAS hits
omitted

HDL gleslem\ Asp%\rge disor
Cardiovascular digease risk factors Schizophrefia
HDL Skin
~<-ALDH1A2 AQP9— LIPC— ~<-ADAM10 MINDY2—
———— ey
LOC28"3565*> <-LIPC-AS1 eHSP?DABAP eil;w_‘
eLOClOI1928725
T T T T 1
58.4 58.6 58.8 59 59.2

Position on chrl5 (Mb)
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—log;e(p-value)

—log;g(p-value)

stearoyl sphingomyelin (d18:1/18:0)
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Horocysteine levels
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Pl
TST466448 100 3
d r 3
80 T
- L 08 3
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HDL cholest’;rol T Atopicdf o
Sphingolipid levels HDL cholesterol Height omitted
Menarche (age at onset) Height
< CLEC4G  LRRCSE—> CcL2s—> CERS4—> <KANK3 HNRNPM—>  <ADAMTS10
< CD209 <PRR36 <ELAVL1 <FBN3 <CD320  MARCH2—  <MYOIF
- . [=aiy e —— " ph i
CLECAM—>  MAP2K7—> < NDUFA7 < PRAM1L
- - i .
CLEC4GP1—> TGFBR3L—> RPS28—> <ZNF414 1 gene
EVISL—> ANGPTLA—> omitted
~LYPLA2P2 < RAB11B-AS1
b =}
SNARC2—> < MIR4999
<CTXN1 RAB11B—>
T T T T 1
7.8 8 8.2 8.4 8.6
Position on chr19 (Mb)
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Common traits (Other) Eatin %surders
40 GWAS hits
Personality dimensions omitted
Atopic dermatitis
<SELENBP1  TUFT1—> <CELF3 <RORC <S100A10 <TCHH <HRNR <FLG <CRNN
» e - . £ = - - )
PSMB4—>  CGN—> SNX27> <MRPL9  <THEM4 NBPF18P—>  <RPTN FLG-AS1—>
<POGZ  MIRS54—> RIAD1— < C2CD4D < S100A11 <FLG2
— i " v " -
OAZ3— <L0C100131107 1 gene
<TDRKH <TCHHL1 omitted
- ]
TDRKH-AS1—>
<LINGO4
"
LOC100132111—>
)
[ T T T T 1
151.4 151.6 151.8 152 152.2 152.4
Position on chrl (Mb)
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40 GWAS hits
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Position on chr2 (Mb)
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Atopic dermatitis
|<SELENBPL  TUFT1-> <CELF3  <RORC <S100A10 <TCHH <HRNR <FLG <CRNN
PSMB4—  CGN—> SNX27—> <MRPL9 ~ <THEM4 NBPF18P—  <RPTN FLG-AS1->
) v . . k=) W . A
<POGZ  MIRS54—> RIAD1-> <-C2CD4D <S100A11 ~FLG2
—— i ] v W =
0AZ3—> <-LOC100131107 1 gene
< TDRKH <TCHHL1 omitted
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Position on chrl (Mb)
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LDL Prostate cancer
<VWCE SDHAF2—~ <=SYT7 DAGLA—> FADS2—>  BEST1—> INCENP—>  SCGB2A2—>
" v S—— [ ety - = V
<.DDB1 < CPSF7 LOC101927495—> MYRE—> < FADS3 SCGB1D1->
TKEC—~ PPPIR32—>  RPLPOP2—> <TMEM258 <-RAB3IL1 SCGB2A1—>
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Type 2 diabetes
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ibitors in id arthritis
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D i sulphate levels
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Iron status biomarkers
<TMEM130 <KPNA7 <PDAP1 ZSCAN25—> <TRIM4 <-MCM7 SPDYE3—= AGFG2—> ZAN—>
- =) " (S ) 0 - i -
TRRAP — MYH16—> ZKSCAN5—> <-CYP3A4 ZKSCAN1—> <PMS2P1  <-SAP25 <-EPHB4
mm——y - - - - W O -
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i i - W - d . "
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LOC101927550—> BUD31—> CYP3A43—> <-ZNF3 PVRIG2P—=> FBXO24—> SRRT—  omitted
) W T - v - "
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Calcium levels Attention deficit hyperactivity disorder Asthma omitted
Bladder cancer Pulmonary function decline
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Gl | DeKDL,., o LIRS, SRE2
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Metabolic traits omitted
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PDE3A—> SLCO1B3—> SLCO1B7-> SLCO1B1—> <-SLCO1A2 <RECQL <-LDHB
e [t D A s C
SLCO1C1— IA’Eli* GOLI’.IB*
PYROXD1—> <-GYS2
ety Wi
SPX—>
"
[ T T T 1
21 21.2 21.4 216 21.8

Position on chrl12 (Mb)

adrenate (22:4n6)

Position on chr1l (Mb)

Y
N TSI74548 — 100 g
i 3
=8
5
* 2
2
- ]
4 8
8
u =
S
2
g
T T ~
Liver enzyme Ipvels (alkaline phosphatase) HIV-1 viral s¢
283 GWAS hits
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n A i At asih - e v
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Metabolite levels omitted
levels (X-11787)
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v = v f v W
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M " d 1 . .
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HDL cholesterol Breast cancer omitted
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<~VWCE SDHAF2—> <-SYT7 DAGLA—= FADS2— BEST1— INCENP— SCGB2A2—
™ W P A ch - - :
<-DDB1 <-CPSF7 LOC101927495—= MYRF— <-FADS3 SCGB1D1—=
s WS % MR A i
TKEC— PPP1R32—> RPLPOP2—> <-TMEM258 <-RAB3IL1 SCGB2A1—>
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Response to hepatitis C treatment
<SOD2 MAS1-> IGF2R—> <SLC22A2 SLC22A3—> <LPA
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levels (X-11787)
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v = v A f v W
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" . e
cerr—> <DUSP11 <MOB1A
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&) )
T T 1
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Systgmic sclerosis 2400 GWAS hit
Systemic sclerosis Height | omited
Systemic sclerosis
CARMIL1—> ABT1—> <ZNF184 PGBD1—> OR2J1—> <HCG4B <NRM MICA— PPT2—> <TAPL <BAKL
SCGN—> BTNIA1—>  LINCO1012—> <-LINC01623 <HCG4 ~ MIR68IL—> MSH5— HLA-DQA2—> < IPSK3
<HISTIH2AA  <-HISTIH2B) <-TOB2P1 < OR2B3 HLA-A—> TUBB— HCP5-—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <FLOT1 MICB— <-C6orfl0 < RXRB
| ' l} 0 ' . O - d 299 genes
HISTIH2APS1— MIR3143—> ORI1F12—> HCG15—> HLATG—> ATAT1-> HCG26— HCG23— RING1—> omitted
SLCI7A4—>  <GUSBP2 <-OR2B2  HCGl4—> MOG—> HLA-E—> <HLA-B EGFL8—>  HCG24—>
<-SLC17A1  LINCQQ240—> OR2B6— <—TRIM27 HLA-V—> <-GNL1 <MICB-DT <BTNL2 HCG25->
<SLC17A3  <HISTIH2BK <ZKSCAN4 OR2J2-> HLA-J—> <IER3 MCCD1—> <HLA-DRB6  ITPR3->
T T T T 1
26 28 30 32 34
Position on chré (Mb)
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levels (X-11787)

<EXOC6B SPR—  <RABLIFIP5S <EGR4 ALMS1—>  <NAT8B ACTG2—  <BOLA3
EMX1—> NOTO— ALMS1-IT1—> <-NAT8 C2orf78—> TET3—>
- " d d —a .
< SEXN5 SMYD5—> ALMS1P1-> STAMBP—> BOLA3-AS1—>
et - (=) rou .
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. A e
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CARMIL1—= ABT1— <-ZNF184 PGBD1—> OR2J1—> <-HCG4B <NRM MICA— PPT2—> <-TAP1 <-BAKl
iz ' " v v i v d ¥ 3 f

SCGN—= BTN1Al—> LINC01012—= =-LINC01623 <-HCG4 MIR6891—
. v O 1 b

HLAI—A% TUBIB% HCP5-> RNF5—> BRI?Z% <~M’LN
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d 1 v v
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HISTIH2APS1—> MIR3143—> OR1F12—> HCG15—> HLA:G% ATAIlﬁ HCG26—= HCG23—> RING1—=
0 i " v v 0 v

SLCl;IA44> <~GUMSBP2 <*OF‘?ZBZ HCG‘144> MO.G% HLAI—E% <*HI:A—B EGF‘LB% HCG‘244>
<~SL917A1 LINCDEZL‘O*) OF\‘Z‘BG% <~TF\‘.IM27 HLA‘—V% GG.NLl <~M|CIB—DT <~B'II'NL2 HCG.25*>
eSL(.:17A3 FHISTllHZE!K FZKSICANA OR2‘J2~> HLA:J% FI‘ERS MCC‘D1~> FHLA:DRBG ITPES%
T T T T 1
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Height Height Interleukin-18 levels omitted
Non-respt to or. and
KDM2A—> SSH3—>  CARNS1—> GSTP1—> < FAMB6C2P < UNC93B1
GRK2— <-CLCF1 AP—  <Cllorf72 ALDH3B1—>
) G " ' i
ANKRD13D—>  RPS6KB2-> NDUFV1—> NDUFS8—>
= w . )
LOC100130987—> <PITPNM1 < DOC2GP MIR7113— 5 genes
<PQLD4 < GPR152 <NUDT8 MIR4691—~ omitted
RADIA—> <CDK2AP2  <TBX10 TCIRG1—>
. ' o -
<PPPICA  <CABP2 <ACY3 MIR6753—~
TBC1D10C—> < ALDH3B2 <CHKA
T T T T 1
67 67.2 67.4 67.6 67.8
Position on chrll (Mb)
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HDL cholestgrol PR interval Survival in pancredtic c| 19 GWAS hits
C-reactive pfotein levels Ejection fraction in Tripanoson  omitted
Red blood cell traits Post FEV1
MACF1-> <HEYL PPIE->  <TRIT1 MFSD2A—>  <PPTL RLF—>  <-COL9A2
aiia - =) —-— we - e -
BMPSA— <NT5CIA <-BMP8B <MYCL CAP1—> TMCO2—> SMAP2—~>
OXCT2P1-> <HPCAL4 ZMPSTE24—>  ZFP69B—
b - B W
<PPIEL <OXCT2
pae v
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Serum metabolite levels TQRS duration
10 GWAS hits
Height Height Interleukin-18 levels omitted
Non-respt to cif or. and
KDM2A— SSH3—>  CARNS1—> GSTP1—> < FAMB6C2P <UNC93B1
P - ' W '
GRK2-> <-CLCF1 AP—>  <-Cllorf72 ALDH3B1—>
) G " ' i
ANKRD13D—>  RPS6KB2—> NDUFV1—> NDUFS8—>
= w . "
LOC100130987—> <—PITPNM1 <-DOC2GP MIR7113—~ 5 genes
<POLD4 < GPRI52 <NYDT8 MIR4691—> omitted
RADIA—> <CDK2AP2  <TBX10 TCIRG1—>
1 ) . e
<PPPICA  <CABP2 <ACY3 MIR6753—>
TBC1D10C— < ALDH3B2 < CHKA
- w i)
T T T T 1
67 67.2 67.4 67.6 67.8
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Red blood cell traits Post FEV1
MACF1—> <HEYL PPIE=>  <TRITL MFSD2A—>  <PPT1 RLF— < COL9A2
e - - —-—— v e i -
BMP8A—> <NT5CIA <BMP8B <~MyCL CAP1—> TMCO2—> SMAP2—>
st w —t ty - W L ian
OXCT2P1-> <HPCAL4 ZMPSTE24—>  ZFP69B—>
b - i W
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Iron status biomarkers
<~TMEM130 <KPNA7 <PDAP1 ZSCAN25-> <TRIM4 <MCM7 SPDYE3-> AGFG2-> ZAN—>
- o 0 -— - 0 - - -
TRRAP—> MYH16-> ZKSCANS—> <-CYP3A4 ZKSCAN1—>  <PMS2P1 <-SAP25 <EPHB4
—— - - - - ' f -
MIR3609—> ARPCIA—> <CYP3A5  <GIJC3 <TAF6 STAG3LSP—> <LRCH4  TRIP6>
SCARNA28—> ARPC1B—> <CYP3AT  <AZGPL <GPC2 PILRB— <ZASP  SLCLZAY™ 5y qoncg
LOC101927550—> BUD31—> CYP3A43—> <ZNF3 PVRIG2P—> FBXO24—> SRRT—> omitted
" W .. ) v - "
<SMURF1 <PTCDL <OR2AEL <MIR25  MIR6840—> PCOLCE— <ACHE
< ATPSMF-PTCD1 AZGP1P1-> PVRIG-> MEPCE— <TFR2 < UFSP1
i b ' . - i
CPSF4—> ZSCAN21-> PILRA— MOSPD3—>
(] ) - .
T T T T 1
98.5 99 99.5 100 100.5
Position on chr7 (Mb)
1-arachidonoyl-GPI (20:4)*
bl

15 TS174549 - 1oo§
3
z

10 3
2
S

i B
5 s
o

S

0 =

S
7 4~ ~
Liver enzyme Ipvels (alkaline phosphatase) HIV-1 viral s¢
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HDL chglesterol Breast cqncer omitted
LDL Prostate cancer
<VWCE SDHAF2—> <SYT7 DAGLA-—>  FADS2—>  BEST1—> INCENP—>  SCGB2A2—>
fu o a— e e - T i
<DDB1 <CPSF7 LOC101927495—> MYRF—>  <FADS3 SCGB1D1—>
[ et o fars A {0
TKEC—> PPPIR32—>  RPLPOP2—> <TMEM258 <RAB3ILL SCGB2A1—>
- ) i v = W
<CYBS61A3 MIR4488—> <~ DKFZP434K028 <FTHL SCGB1D2—> 1 gene
TMEM138—  LRRC10B—> <MIR611 <SCGB1D4  omitted
TMEM216—> FEN1—>
" h
<FADS1
< MIR1908
T T T T 1
61.2 61.4 61.6 61.8 62

~logso(p-value)

—log;(p-value)

—log;o(p-value)

15

10 —

14

stearidonate (18:4n3)

o
N TST74567 1008
3
- o
g
— 2
=
_ E]
3
T @
N S
£
<
c
- T ; T =
Liver enzyme Ipvels (alkaline phosphatase) HIV-1 viral sq 283 GWAS hits
HDL chlesterol Breast cancer omitted
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|SVWCE  SDHAF2—> < SYT7 DAGLA—> FADS2;>  BEST1—> INCENP—>  SCGB2A2—>
<-DDB1 < CPSF7 LOC101927495— MYRF— < FADS3 SCGB1D1—>
wna T e far s A W
TKEC— PPPIR32—>  RPLPOP2—> <~ TMEM258 <-RAB3IL1 SCGB2A1—>
i - i w = W
<CYBS561A3 MIR4488 > < DKFZP434K028 <FTH1 SCGB1D2—>
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D sulphate levels Estrone levels
TRRAP— <KPNA7 MYH16—> <PDAPL ZKSCANS— ZSCAN25—> <-CYP3A4 < OR2AEL
) W vt " Cey -——a . )
LOC101927550—> ARPCIA—> CPSF4—>  ZNFG55—> <CYP3A7  CYP3A43—>
< SMURF1 ARPC1B— < ZNF394 <CYP3AS <TRIM4
BUD31-> <~FAM200A ~GJC3
] t ]
<PTCD1 TMEM2258 > <AZGP1
o ™ C
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"
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Type 2 diabetes

38 GWAS hits
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ibitors in id arthritis
PDE3A—> SLCO1B3—> SLCO1B7-> SLCO1B1—> <-SLCO1A2 <-RECQL <-LDHB
o B R B s C
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[ i T
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lgamma-glutamyl transferase) Metabolite levels
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Metalolic traits Metabolite levels omitted
Blood levels Coronary artery disease
<-MICAL3 PEX26—> LINC01662—> <-LINC01663 DGCR5—> <ESS2 <HIRA
It e W e [k - i
<-MIR648 TUBA8—> <GGT3P DGCR6—> DGCR9—> TSSK2—>
" [ ) 4 v v
LINCD&634~> usm» LOC102'7.25072~> DGC?lU* <*GISC2
~<-LINC02592 <-PRODH <-DGCR2 <-CLTCL1
e [ e W
<~LOC1(})|5379550 <~DGICR11 L|NC0|13114>
GSL(.:ZSAI
T T T T 1
18.6 18.8 19 19.2 194
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Interleukin-12p70 levels
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e —e -
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——
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Cholestgrol, total ung function (FEV1)
Bladder cancer 12p70 levels
._.wl-:.‘ l\’i'l'l;: NALZ" <-PSD3
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T T T T 1
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HDL cholesterol Breast cancer
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<~VWCE SDHAF2—> <-SYT7 DAGLA— FADS2—> BEST1—> INCENP—>  SCGB2A2—>
" Y Py [era el - am v
<-DDB1 e(zféF7 LOC101§37495*> MYRE—> er_I‘JSCi SCGB“1D1*>
TKEC—> PPP1R32—>  RPLPOP2—> <-TMEM258 <-RAB3IL1 SCGB2A1—
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C-reactive protein levels
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Position on chr5 (Mb)

<MEIKIN IL3—>  P4HA2-AS1—> SLC22A4—> C5orf56—> <—IL5 <TH2LCRR CCNI2—> <-GDF9

b T W [ ERlrl v = " .
<ACSL6 CSF2—> <P4HA2  <MIR3936HG <IRF1  RAD50—> IL4—> <-SEPT8
ot i " i - e -—
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Schizophrenia Blood protein levels 27 GWAS hits
Metabolic traits Prostate cancer omitted
Ewing sarcoma Visceral adipose tit
EIF2AK4—>  <BMF BUBIB-> <PLCB2 IvD—> <CCDC32 < RADSI-AS1 < SPINT1-AS1
<SRP14 BUBIB-PAK6—> KNSTRN—>  <-MRPL42P5 RAD51—> SPINT1—>
. oA v \ e e
SRP14-AS1—> PAK6—> PHGR1-> BAHD1—>  RPUSD2-> <RMDN3 <RHOV
e e m . w - '
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<GRIN2C  HID1-AS1—> LOC100287042—>
- " '
MRPL58—> <SLC25A19
T T T T 1
72.8 73 732 73.4 73.6

Position on chr17 (Mb)

1-arachidonoyl-GPE (20:4n6)*

X
50 TS174564 - 1008
3
40 - 80 &
B
30 Heo &
El
20 40 3
5]
10 F20 5
ES
0 -0 =
7+ * <
Liver enzyme lgvels (alkaline phosphatase) HIV-1 viral s¢
283 GWAS hits
HDL chglesterol Breast cancer omitted
LDL Prostate cancer
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9 GWAS hits
Bipolar flisorder omitted
Bipolar disorder

ATP11B— <MCCC1 <MCF2L2 <KLHL6
<-DCUN1D1 <-LAMP3 B3GNT5—= LINC00888—=
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|[SVWCE  SDHAF2—> < SYT7 DAGLA—> FADS2.>  BEST1—> INCENP—  SCGB2A2—>
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D¢ sulphate levels
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<MVD <CBFA2T3 LOC105371414— SPATA33—>  SNORA119—>
H Pk ' " |
SNAI3-AS1—> LOC100287036 > CDKI0—>  <-CENPBD1
[ T T 1
89 89.5 90 90.5
Position on chr16 (Mb)
1512290933 Zor
100 A 08
06 [
P 0.4
]
E 02 |
7
;=
=3 L
o
I
Height T
HDL cholesterol
Body mass index
LOC440040—> <LOC441601 <~ OR4A5
i " "
ORA(‘:13~> LOCG4’|6813~> OR4K|246~>
<OR4C12
T T T T 1
50 50.5 51 51.5 52

1-palmitoyl-GPE (16:0)

Position on chrll (Mb)

1
i
15
S

(Q/ND) BTl UoNeUIgWOaY

— 80
— 60
~ 40
- 20

T
=}

~ 1002
8
=}

80 3
g

F60 &
g
S

40 3
3

L2 3

02

2
0z
19 GWAS hits
omitted

137 GWAS hits
omitted

19 genes
omitted

100

60

40

(QW/IND) B1el LoneuIqWoaY

20

9 GWAS hits
omitted



~log;o(p-value)

—log;e(p-value)

—logso(p-value)

60

40

20

20

N-acetyl-aspartyl-glutamate (NAAG)

Pl
TS61898064 100 3
3
80 T
3
60 £
E
40 3
&
20 &
S
0 =
T T =
’ factors and | 50 GWAS hits
Phospholipid levels (plasma) Fear of severe pain | omited
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bitors in arthritis
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Testosterone levels Strpke omitted
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0 - . " - s W
<MIR324 <GPS2  NLGN2— TNFSF13—> DNAH2—> CHD3—~ MIR4314—> g genes
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L - v - v ) e
<PHF23  KCTD11—>  SLC35G6—> CD68— CYB5D1—> <~ HES7,
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MIR498— PRKCG— CACNG6— <TFPT <LILRB3  <LILRA4 LENG8— LILRA2—
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PDE3A—> SLCO1B3—> SLCO1B7-> SLCO1B1—> <-SLCO1A2 <-RECQL <-LDHB
o B R B s C
SLCO1C1—> IAPP—=> GOLT1B—>
[ i T
PYROXD1—> <-GYS2
SPX—
"
T T T T 1
21 212 214 216 218

Position on chr12 (Mb)

(QW/ND) 81l LoneuIqWoday

37 GWAS hits
omitted

100

(QW/ND) 81el UoneuIqWoday

38 GWAS hits
omitted



—logo(p-value)

—log;o(p-value)

—logo(p-value)

dimethylarginine (SDMA + ADMA)

r rs233069

— 100

(Q/ND) YRl UoRRUIqIoDY

"
diabetps Asymmetrical dTm thylarginine levels
12 GWAS hits
oking cessation Multiple sclgrosis Urate levels in overweight individuals omitted
Serum di levels ic ratio)
<-LPAR3 <-MCOLN3 <SYDE2 <-BCL10 CYR61—> <-ZNHIT6
e W [t w0 ' R
<-MCOLN2 WDR63—> <-Clorf52 ~<-DDAH1 <-COL24A1
W i - B
M\FM?ZS*) LOC64I6626*>
T T T T 1
85.4 85.6 85.8 86 86.2
Position on chrl (Mb)
2 r 100

rs35494829
&

(QW/W9) B¥el uoeUIqIOIaY

=
orneal astigmatism

8 GWAS hits
Migraine - clinic-based Blood metabolite levels omitted
Ci AB1-42 levels in Alzheimer's disease dementia
KBTE.D8~> MIR4‘272~> <SUCLG2
SUCLG2-AS1—>
[ T T T 1
67 67.2 67.4 67.6 67.8
Position on chr3 (Mb)
2 151126309 [ 100
Py
8o 8
o
3
=3
60 B
=
El
Fa0 &
6
g
- 20 =
(52
- 0
*
Iris characf
24 GWAS hits
HDL cholesterol Heart failure omitted
Metabolic traits Aortic root si:
<~-MGC15885 MIR190A—> TPM1-> <—RPS27L APH1B—>  LINC02568—> USP3—
w ] i W [ —n .
TLN2 —= <-TPM1-AS RABBB—> <-CA12 <-USP3-AS1
. P e i
LA(':.'[‘B% FBXLEZ%
<HERC1
Wi
T T T T 1
63 63.2 63.4 63.6 63.8

Position on chrl5 (Mb)

—log;o(p-value)

—log;o(p-value)

~log;g(p-value)

dimethylarginine (SDMA + ADMA)

rs37369 2
*

=
Metabolite levels Metabolite levels (HVA/5-HI,
Response to angiotensin Il receptor blocker therapy

Left ventricular mass levels

RAI14— <*R£Dl <AGXT2
TTC23L—= <-PRLR
e
BRIX1—=
x
DNAJGzI >
T T T T 1
34.6 34.8 35 35.2 35.4

Position on chr5 (Mb)

succinylcarnitine (C4-DC)

rs1977447

Hypersomnia (HLA-DQB1*06:02 negative)

xial length Metabolite levels (P
Blood levels Blood levels
MIR1268A->  TBCID13->  PHYHD1->  MIGA2—> < IERSL Coorf106—> LINCO0963—>
SPTAN1— <-ZER1 <-KYAT1 <-DOLK DOLPP1— LOC101929331—>
= [ —— b - v
<WDR34 ENDOG—> NUP188—> < CRAT LINC01503—>
— W e - W
SET—> <SPOUTL <SH3GLB2 ~ PTPA—>
. - - feran
PKN3—> LRRCBA—>
<ZDHHC12
LOC100506100—>
T T T T 1
131.4 131.6 131.8 132 132.2

Position on chr9 (Mb)

N-acetylserine

=
Waist-hil
Bipolar disorde
traits
<—DCAF1 TEX264— IQCF4— <RRP9 <DUSP7 ALAS1— DNAH1—>
P —— v A " £ o
RAD54L2—= <IQCF6 <=-IQCF5 ABHD14A—> <-POC1A <TLR9 <-BAP1
A - ] ] " Sy b =
GRM2—> IQCF3— PARP3— <-LINC00696 <TWF2 PHF7—
4 . . T b -
IQCF2—> GPR62—> LOC101929054—~ < SEMA3G
IQCFSTAslﬁ ACzla PPMIIM% <~TNN"Cl
<-IQCF1 <-RPL29 <-WDR82 NISCH—=
W g o) e
GP(.:‘BPA <~M|RI‘.ET7G
<-ABHD14B GLYCTK—
8 -
T T T T 1
51.6 51.8 52 52.2 52.4

Position on chr3 (Mb)

rsI50416778 -
L 4

— 100

(QN/D) BTl UoneUIgWoaY

19 GWAS hits
omitted

(Q/IND) BTl UoneUIqWoaY

14 GWAS hits
omitted

100

(aW/Wo) 8¥es uoeuIqUIoOaYy

12 GWAS hits
omitted

3 genes
omitted



~log;(p-value)

—log;e(p-value)

~log;(p-value)

70
60
50
40
30
20

tryptophan betaine

15274550
° [¢]
Q@
® ° o0
° LY LX)
e WWIAPB 08000

0.8
0.6
0.4

100
o
8
Heo S
=8
E
60 2
[=}
S
40 2
s
5
S
2
&

20
0
IgEl‘%vs\s
157 GWAS hits
Asthma Asthma omitted
C-reactive protein levels
<-MEIKIN IL3—= P4HA2-AS1—> SLC22A4—> C5orf56—= <IL5 <TH2LCRR CCNI2-> <-GDF9
(i ' " [ [l ' =) t) "
<-ACSL6 CSF2—> <P4HA2 <MIR3936HG <IRF1 RAD50—> |L4—> <-SEPT8 <-AFF4
P S ' ety (i - [ae e .— -
‘*MIR‘6830 ‘*MIF‘Q3935 \L1.3‘> SOW/iHA‘*
PDLIM4—>  SLC22A5—> <-LOC105379176 UQCRQ—>
e Hon W v
<KIF3A <-SHROOM1
-y 0
LEAPZ?
T T T T 1
131.4 131.6 131.8 132 132.2

Position on chr5 (Mb)

5alpha—androstan—3alpha,17alpha-diol monosulfate

Py
TS45446698 100 &
* 3
80 &
3
60 =
S
40 3
3
20
S
0o 2
g
- g
Resting he 139 GWAS hits
Resting hel  gmitted
Iron status biomarkers
<-TMEM130 <-KPNA7 <-PDAP1 ZSCAN25—= <-TRIM4 <-MCM7 SPDYE3—> AGFG2—> ZAN—>
= ) v fANe 5 s . ' -
TRRAP—> MYH16—> ZKSCANS5—> <-CYP3A4 ZKSCAN1-—> <-PMS2P1 <-SAP25 <-EPHB4
i a ) - - S } -
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-— =
LURAP1—
i
T T T T 1
46.4 46.6 46.8 47 47.2

Position on chrl (Mb)

150 — — 1
r$35246381 v 0o
[ ]
08
L Pl
o6 |[ 80 2
3
g 100 0.4 z
= 02 |—60 3
g g
1 =}
= El
El S
=] =4
g -4 7
i 50 — =
=
20 &
0 =0
7
Triglyderides Obesi}\yfrela(ed tral
37 GWAS hits
Cholesterol, total ung function (FEV1) omitted
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<CLEC4G  LRRCBE—> cCL25—> CERS4—> <KANK3 HNRNPM—>  <-ADAMTS10
. ey " —m [ pa et
<,CD209 <PRR36 < ELAVLI <FBN3 <CD320  MARCH2—> < MYOIF
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TYW3—= RABGGTB—=
W 5
SNORI‘J45C*> 1gene
SNORD45A—> omitted
SNORI{)ASB"
MSH4—
plae
eAEBl7
T T T 1
755 76 765 77
Position on chrl (Mb)
N-oleoyltaurine
25 15324420 — 100

(Q/IND) BTl UoneUIqWoaY

x
Response to hepatitis C lream{em

18 GWAS hits
Testosterone levels | omited
Blood levels Blood metabol
MAST2-> LOC101929626—> ~ <-LRRC41 ~ FAAH—>  DMBX1—> <-MOB3C CYP4B1—>
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RPSGKA?*ASI‘* ‘*G?R31 UN(':‘Q’gA‘* ‘*LINf202487
<-RNASET2 <-L0C105378123 <TCP10 <LINCO01558
Wik W 4 W
FGFR10P—> TCP10L2—> LOC441179—>
[ ] '
[ T T T 1
167.4 167.6 167.8 168 168.2
Position on chr6 (Mb)
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34 GWAS hits
thma Menarche (age at onset) omitted
ted allerqy Bipolar disorder and I
‘ IL33—= TPD52L3— UHRF2— <GLDC KDM4C —=
[y 0
T T T T 1
6.2 6.4 6.6 6.8 7
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Cholesterol, (Ul$|
31 GWAS hits
Ovarian reserye omitted
Amyloid A serum levels Diabetic kidney disease
<~ SERGEF <SAALL LOC494141—> GTF2H1—> LDHAL6A—> SPTY2D10S—> <PTPN5
[ . (i = " —
<TPH1 MRGPRX4—>  <-HPS5  LDHA—> <-TSG101 <-SPTY2D1
o ' " - [y ——
<SAA3P  <SAA4 LDHC— <-UEVLD TMEMS6A—>
" {1 i e B
MRGPRX3—> <SAA2 ~IGSF22
=y E) -
<~ SAA2-SAA4
1=
SAAL—>
T T T T 1
18 18.2 18.4 18.6 18.8
Position on chrll (Mb)
3-methylglutarylcarnitine (2)
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T Metabolic traits Body mgss ind
40 GWAS hits
Honjocysteine levels Body mass ind{ omitted
Body mass index in
<—ACADL LANCL1-AS1—> CPS1—>
ary
<MYL1 <-LANCL1 CPS1-IT1—>
et e '
[ T T T 1
211.2 211.4 211.6 211.8 212
Position on chr2 (Mb)
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<
=
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T
Al setpoint H\ppoc’%mpx 1 GWAS hite
Estrad|ol levels Inflammatory biomarkers Interleukin-18| omitted
Mean platelet volume fraction of red cells
< GALNT14 <-XDH < SRD5A2 <-LINC01946 <DPY30 SLC30A6— BIRC6—>
iy - - Y e reman
<-CAPN14 <-MEMO1 SPAST— YIPF4—=> MIR558—>
e T % l
EHD3—> <-NLRC4 <-BIRC6-AS2
e o =
TrCZ7:;
MIRA755~‘>
T T 1
315 32 325
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—log;e(p-value)
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Systemic sclerosis T

2396 GWAS hit
Systemic sclerosis Height | omitted
Systemic sclerosis
|CARMILL—>  <HIST1H2B) < TOB2P1 <OR2B3 HLA-H—> ATATI-> MICA-> <ATF6B <TAP2 <BAK1
SCGN— ABT1-> ZNF391—> NKAPL—> OR2J1-> <HCG4B <NRM HCP5— PPT2—> <TAP1 [TPR3—
<HISTIH2AA  HISTIH4I=> ORIF12—> HCGIS—> <HCG4  MIR6891—>  MSH5—> <HLA-DQBL < UQCC2
HISTIH2BA—> MIR3143—> ZNF165—> <-ZNF311 HLA-G—> <-DHX16 HCG26—> <-C6orfl0 <RXRB
I i ' . ' . 0 - ' 298 genes
HISTIH2APS1—> <ZNF204P  PGBD1-> OR2J3— HLA-A—> <MDCL MICB—> RNF5— BRD2— <IP6K3 omitted
SLC17A4—>  HISTIH2AG—>  ZSCAN9—> OR2)2—> HCG9—> TUBB— MCCD1—> HCG23—> RING1—>
<SLCI7AL  <HISTIH2BK <ZKSCAN4 ~ ORI4J1-> <TRIMI0 MUC21—> <-VWA7 HLA-DQA2—> <MLN
<SLCI7A3  HISTIH2AH—> ZSCAN26—>  <-OR5V1 <TRIM26 HCG22—> <-LSM2 <MIR31358 <GRM4
T T T T 1
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Position on chré (Mb)
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T Obgsity-related traits

37 GWAS hits
Prostate cancer Monocyte count Schizophrerjia omitted
aureus infection Blood protein levels
<-UFD1 SEPT5—> <—GNBIL COMT—> DGCR8-> <-RTN4R <GGTLC3
o >| R &) i — '
CDC45—> SEPT5-GP1BB—> <-RTL10 MIR4761—>  MIR3618—> LINC00896—> LOC101927859—>
<CLDNS GP1BB— <-TXNRD2 TANGO2—> <LOC284865 FAM230A >
0 v B e " -
<-LINC00895 TBX1-—> <-ARVCF <-TRMT2A <MIR1286 TMEM191B—>
d A - . ) 0 2 genes
MIR185—> ZDHHC8—> <DGCR6L omitted
i . 0
MIR1306 = <=PI4KAP1
<MIR6816
)
RANBP1-—>
"
[ T T T 1
19.6 19.8 20 20.2 20.4

Position on chr22 (Mb)
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Mortality in heal
9 GWAS hits
Obesity-related traits omitted
Plasma omega-6 fatty acid levels ic acid)
< CACNALA CCDC130—> NANOS3— <—RFX1 MISP3—> <ADGRL1
= = i ' [tk
MRI1—>  MIR181C— RLN3—> <ASF1B
b ] " =1
C190f53—>  <-C190rf57 IL27RA—>
" S [~
ZSWIM4—  <PODNL1  <-PALM3 3 genes
<-LOC284454 DCAF15—>  MIR1199—> omitted
~MIR24-2 <C1gorf67
<MIR27A < SAMD1
<MIR23A <PRKACA
i [
T T T T 1
13.4 13.6 13.8 14 14.2

Position on chr19 (Mb)
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Femoral neck bdne geometry Schizoghrenia
Chronic kidney disease afid serum creatinine levels

Hypertension

53 GWAS hits
omitted

<-GPR139 <GP2 ACSM5— <-ACSM2B <-ACSM1 ACSM3— LYRM1—=
— v e ot ——- e —.
<-UMOD ACSM2A—= <-THUMPD1 <-DCUN1D3
o e - i
<-PDILT <ERI2 <-DNAH3
i [y W
REXO5—>
T T T T 1
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Kawasaki disea: eT Prion diseases Mig
127 GWAS hits
Chronic obstructjve pulmonary disease Preterm birth (1 omitted
Kawasaki disease Smoking behavior
<-C190rf47 SPTBN4— <-NUMBL MIA—>  <-CYP2A7 CYP2B6—>  CYP2F1-> AXL—>
[i b W ' n o - e
»P‘-LPS% SHKE.PI% <~C.9‘98B EGLJ:IZ*) CYPEEJP% CYPZ‘\lS*) HNRNPUL1—>
MIR6796— LTBP4—> ITPKC—  <-CYP2A6 CYP2S1—> <TGFBL
l rr— N - - -
<~H»LPK4 <~C120rf54 CYPZElP% CCDCQJ'% 1 gene
<PRX SNRPA—> omitted
(e A
‘*SEF’:‘TADI MIA*%BAB‘*
<-SERTAD3 RAB4B—
) Ca
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W Wt
[ T T T 1
41 41.2 41.4 41.6 41.8
Position on chr19 (Mb)
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Lp (a) levels omitted
sponse to hepatitis C treatment HDL
[<-SOD2 MAS1— IGF2R— <—SLC22A2 SLC22A3— <LPA PLG—
5 v ey [
WTAP— <-AIRN SLC22A1—> <-LPAL2
o . Vi e
TSODZ—OTl LOC72I9603*>
AS.ATZ* 1 gene
<~ TCP1 omitted
-
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MRPL18—
"
T T T T 1
160.2 160.4 160.6 160.8 161
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M%}abollc traits
Uric acid levels

Amyotrophic laterd sclerosis (sporadic
yotrop! %” P ) | 22 Gwas hits

Macrophage inflammatory protei omitted

1b levels

Plasma amyloid beta peptide concents

iH;(HIPL% eMQ <-CCDC6 <-ANK3
< FAM13C GI/ELN <~L|N(201553
T T T T 1
61 61.2 61.4 61.6 61.8
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Response to hepatitis C treatent
Metabolic traits
levels

Clozapine-induced agranulocytosis T 12 GWAS hits

Corneal curvatul omied

Body mass index

FA»_Ai-H*) DMB_Xl*) e/ﬂﬁﬁ\Fl CYP:J‘Blﬁ <~CY£4A11 CYP4Z1— eELl CMPK1—>
FAAHP1—> <-KNCN TEX38—> <-CYP4Z2P  CYP4X1—>  CYP4A22—> <-STIL FOXE3—>
- ) v e ) - e b
<-LINC01398 <-MKNK1 <-EFCAB14 LINC00853—= <-LINC01389

g T L) l e
<~LOC1(25378696 ePD%KlIPl eFOXDZ—ASII

MKNK}&;ASI‘* FOXDZT
<-MOB3C
"
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i
[ T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)
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44 GWAS hits
Personaliy dimensions omitted
Atopic dermatitis
PSMB4—>  TUFT1—> <CELF3 <-RORC <-S100A10 <TCHH <HRNR <FLG <CRNN
" Fai - - " = - - W
<-POGZ CGN-—> SNX27— <-MRPL9 <THEM4 NBPF18P— <-RPTN FLG-AS1->
- Vv [E . [ . ] el
M|R5‘54*> RIIAE)I% eCZ?D4D eSleOAll GFL.GZ
OAES** ‘*LOC10I0131107 1 gene
<=TDRKH <=TCHHL1 omitted
- ]
TDRKH«—ASI%
<~LII\MIG04
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W
T T T T T 1
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Pulmonary function
Quantitative traits

Blood levels
<~ DGKI <~CREB3L2 AKR1D1-> TRIM24 >
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T T T T 1
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Position on chr7 (Mb)
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Liver enzyme levels (gamma-plutamyl transferase)

Magnesiyim levels

+
Inflammatory bowel disegse
Non-cardia gastric cancer

cancer and gastric cancer Body mass|
<-KCNN3 <-PYGO2 EFNA4—= TRIM46—  HCN3— <-ASHIL MSTO2P—
— . 0 - -
<-PMVK <-DCST2 EFNA1—> eE‘BA RUSEI% ASH1L-AS1—> DAP3—>
<PBXIP1 ADAM15—> <-KRTCAP2  <-PKLR POUSF1P4—> MSTO1—> <-GON4L
- - " - ' . P
LOC101928120—= SLC50A1—= <-SCAMP3 =-YY1AP1
0 . u -
<-SHC1 EFNA3— <-MUC1 FDPS— <-SCARNA26A
- ) . - h
CKs1B— <DPM3 ‘*FAMIBQE <-SCARNA26B
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b i -
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- - |
[ T T T 1
154.8 155 155.2 155.4 155.6

Position on chrl (Mb)
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‘Common trajts (Other) Hejght 38 GWAS hits
Coronary artery calcificatiof Height omitted
rotein levels Blood levels Blood protein levels
|RGS6—> DCAF4—>  PSEN1—> <-LOC101928143 MIR4505—> <ENTPDS Vsx2—>  <NPC2
<DPF3 RBM25—> <NUMB  ACOT2—> <-LINC02274 LINS2—  VRTN—> <LTBP2
= ————t 0 W — " i
<~ZFYVEL PAPLN—  <-HEATR4 PTGR2—> <ABCD4 ISCA2—>
- . i) - - v
<LOC101928123  ACOT1-> ZNF410-> <SYNDIGIL 2 genes
RIOX1—> <PNMAL < FAM1618 <MIR4709 omitted
ACOT4—> coge—~ <~ ARELL
' ]
ACOT6—> BBOF1—>
g a
DNAL1-> <ALDH6AL
T T T 1
735 74 745 75
Position on chr14 (Mb)
2 r 100
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Bilirubin levels

T 7~
Response to stannTlherapy Type 2 diabetes

Metabolic traits

38 GWAS hits
omitted

Position on chré (Mb)

bitors in arthritis
PDE3A—>  SLCO1B3—> SLCO1B7—> SLCO1Bl—> <-SLCO1A2 <RECQL <LDHB
[ W P B s C
SLCO1C1—> 1APP— GOLT1B—~
PYROXD1—> <GYS2
Pt P
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"
[ T T T 1
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2409 GWAS hit
Systemic sclerosis Height | omitied
Systemic sclerosis
CARMIL1—> ABT1—> <-ZNF184 PGBD1— OR2J1— <—HCG4B <NRM MICA— PPT2—> <TAPl <-BAKl
[S=ah ' " 0 ] i ' g ' ' i
SCGN—> BTNIA1—>  LINCO1012—> <-LINC01623 <HCG4 ~ MIR689L—> MSH5—> HLA-DQA2—> < IPGK3
<HISTIH2AA < HISTIH2BJ <TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCPS—> RNF5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG— ZSCAN9— OR2J3— HCG9—> <FLOTL MICB— <-C6oril0 <—RXRB 299 genes
HISTIH2APS1—>  MIR3143—> ORIF12—> HCGI5—> HLATG—> ATATI—> HCG26—> HCG23— RING1—> omitted
SLCI7A4—>  <-GUSBP2 <OR2B2  HCGl4—> MOG—> HLA-E—> <-HLA-B EGFL8—>  HCG24~>
<SLCI7Al  LINC00240-> OR2B6—> < TRIM27 HLA-V—> <GNL1 <MICB-DT <BTNL2 HCG25->
<SLCI7A3  <HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J—> <IER3 MCCD1—> <HLA-DRB6  ITPR3->
T T T T 1
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TType 2 diabetes
etabolic traits Crohn|s disease
Blood levels Blood levels Crohn's disease
LINC01780—> HSD3B1—> < ZNF697  <HMGCS2 <-ADAM30  <-NOTCH2NLR
HAO2—> HSD3BP4—> PHGDH—> < NBPF7 <-NOTCH2
e - e -
HAO2-IT1—> <LINC00622 ~REG4
f d e
HSDEBZ$
T T T T 1
120 120.2 120.4 120.6 120.8
Position on chrl (Mb)
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Position on chr4 (Mb)

X - 17653
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Nicotine giicouronidation Obesity-related traits Bacteremia
Cotinine gljcuronidation Hemoglobin
Cotinine i Hematocrit
< UGT2B15 UGT2B10— UGT2B7—> < UGT2B11 <UGT2B4
<UGT2A3 LOC105377267—> <UGT2A2
=45 i e
UGT2B28—> <UGT2AL
" —
T T T T 1
69.6 69.8 70 70.2 70.4
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Type 2 diabetes
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Bilirubin levels

*
Response to slalinTlherapy
Metabolic traits

ibitors in id arthritis
PDE3A—> SLCO1B3—> SLCO1B7-> SLCO1B1—> <-SLCO1A2 <-RECQL <-LDHB
o B R B s C
SLCO1C1—> IAPP—=> GOLT1B—>
[ i T
PYROXD1—> <-GYS2
SPX—
"
T T T T 1
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Common trg 18 GWAS hits
Coronary artery volume lood protein levels omitted
Blood levels Morning vs. evening
RBM25—> PAPLN—> <L0C101928143 ACOT6—>  <ELMSANL PTGR2—> <ENTPDS
[ P ' (0 ——— e -
PSEN1—> <NUMB < HEATR4 DNAL1—> <LINC02274  COQ6—>  LIN52—>
<L0C101928123 RIOX1—> ACOT4—  <-PNMAL ZNF410—> BBOF1—>
v f . ' e e
ACOT1-> MIR4505—> <~FAM161B
" ; et
ACOT2—> LOC100506476—> <ALDHGAL
T T T T 1
73.6 73.8 74 74.2 74.4
Position on chr14 (Mb)
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Alzheimer's disease (cognitive decline) Microalbuminuria
16 GWAS hits
Heschl's gyrus morphology Iris color (a* coordinate) omitted
v in il bowel disease
< DTWD2 DMXL1—> TNFAIP8— HSD17B4—>  FAM170A—>
MIR1244-1—> MIR5706->
MIR1244-2—>
MIR1244-3—>
MIR1244-4->
<~LOC105379143
phaatat]
[ T T T 1
118.4 118.6 118.8 119 119.2
Position on chr5 (Mb)
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Common trg

18 GWAS hits
Coronary artery volume lood protein levels omitted
Blood levels Morning vs. evening
RBM25— PAPLN— <-LOC101928143 ACOT6— <ELMSAN1 PTGR2—= <—ENTPDS
[ e g w —— franny m————
PSEN1—> <NUMB <-HEATR4 DNAL1-> <-LINC02274 COgES" LINS2—>
e e A "
<-L0OC101928123 RIOX1—> ACOT4—> <PNMA1 ZNF410—> BBOF1-—>
v f 0 ' fney et
ACO’;Fl% M|R4‘505$ eFAmlGlB
ACOT2— LOC100506476— <—ALDHB6A1
" =] -
T T T T 1
736 73.8 74 742 74.4
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Alcoht \dgEendence Migraine N
7 GWAS hits
Alcolol dependence omitted
Blood trace element (Se levels)
<~ LINC00607 <MREG  TMEM169—> LINC01963—> SMARCAL1—>
— — f -
LINC01614-> <PECR XRCC5—> <MARCH4 RPL37A—>
T T T T 1
216.6 216.8 217 217.2 217.4
Position on chr2 (Mb)
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Dengue shofk syndrome Suicide risk

phageal cancer and gastric cancer

*
Warfarin m mzenan;e dose
Osfeonecrosis of the jaw

hageal cancer and gastric cancer Warfarin dose Migraine - clinic
PLCE1— TBC1D12—= CYP2C18— CY»I?E%“Q** ACPS”I.\AMGQ <-SORBS1
<PLCE1-AS1 HELLS— CYP2C19— <CYP2C8 <PDLIM1
& et s M Foc
<-NOC3L
o
I T T T T T 1
96 96.2 96.4 96.6 96.8 97 97.2
Position on chr10 (Mb)
oleoyl-linoleoyl—-glycerol (18:1/18:2) [1]
1S79445051 Zor

7 T
Triglygerides Preeclampsia Cold sort
HDL chglesterol Dental caries
Ci disease risk factors Dental caries
<-CSGALNACT1 INTS10—=> LPL—> <-SLC18A1 =<-LZTS1
e i Lty [t
ATPEV1B2—>
LZTS1-AS1—=
=
T T T T 1
196 19.8 20 202 20.4
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177 GWAS hits
HDL cholesferol ron status biomarl  omited
L i I A2 activity and mass HDL
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4 - [
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e ree
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SCARNAG— UGT1A9—>
SAG— UGT1A7—> 4 genes
UGT1A6—> omitted
—
UGT1A5—~
UGT1A4—
]
UGT1A3—>
[
[ T T T 1
234.2 234.4 234.6 2348 235
Position on chr2 (Mb)
2 ~ 100
1s352931
A4 0.8
0611 80
® @ 0.4

(QW/N9) B¥el uoReUIGLIOaY

+
Toenail selenium levels

+
Smoulh«’[surface carips
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[ e - ) P
<LOXL4 <-HPS1 <GOT1
- = [
‘*MIF‘<1287
<*MH‘?AGEE
LOC101g272784>
< HPSE2
T T 1
100 100.5 101
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<HISTIH2AA  <HISTIH2B) <TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
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<~SL(El7A3 <~HIST|1H2BK <*ZKSICANl‘l ORZ‘JZ% HLAI—J% <*I‘EREK MCC‘D14> <*HLA.—DRBG ITPBS%
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TDRKH;ASl" SNOR[‘)ASB%
<-LINGO4 MSH4—>
" W
LOC100’1‘32111*> <~A§l317
T T T T T 1 T T T 1
151.4 151.6 151.8 152 152.2 152.4 755 76 76.5 77
Position on chrl (Mb) Position on chrl (Mb)
* r 100 r— 100
P rs34508683 15 rs7897822 e

—log;e(p-value)
(QN/WOD) 8rel UoIRUIGWI0dDY
—log;g(p-value)
(QW/IND) 1el uoneuIqUIoday

T ’T‘
Central corneal|thickne 34 GWAS hits T Metabolic traits Amyotrophic lateral sclerosis (sporadic) 11 GWAS hits
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' = v " i W
EMX1-> NOTO—> ALMS1-IT1—> <NAT8  C20rf78—> TET3—>
w " d d — [Res el
< SFXNS SMYD5—> ALMS1P1-> STAMBP-> BOLA3-AS1->
] - e oc .
<PRADC1 < TPRKB DGUOK—>
. . iy
ccr7—> <-DUSP11 <MOB1A
- O] C
<FBXO41 <~ DGUOK-AS1
T T l
73 73.5 74
Position on chr2 (Mb)
20 2 156546861 100

(Q/WD) YRl UoRRUIqIoIDY

.
Dialysis-related mortality

+
I\{etaholm taits

37 GWAS hits
Metabolite levels omitted
levels (X-11787)
< EXOC6B SPR— <-RAB11FIPS <EGR4 ALMS1—> <NAT8B ACTG2— <BOLA3
EMX1—= NOTO—= ALMS1-IT1—= <=-NAT8 C20rf78—=> TET3—>
[ A i ! e LS el
<-SFXN5 SMYD5—> ALMS1P1—> STAMBP— BOLA3-AS1—>
P - P oe .
<PRADC1 <-TPRKB DGUOK—
¢ . 4
CCT7— <-DUSP11 <MOBI1A
- L e
<-FBXO41 <-DGUOK-AS1
- =
I T 1
73 735 74
Position on chr2 (Mb)
100
152286963 s
(]
°
[ ] 0.8
. [ ]
150 °® o ®o 06 |80 &
° 2
%o @ s
@ o 0.4 2
® e®» 02 60 3
100 — 5
S
(<) =
P
°° o 0 5
3
50 g
@ 20 §

0 0
Hoﬁocys{ i N
33 GWAS hits
Body mass index in dst  omited
Plasma levels (g

MAP2 > RPE—> <ACADL <MYL1 <LANCL1 CPS1-IT1—>
puan e oo it —— '

UNC80—> < KANSLIL LANCL1-AS1—> CPS1—>

LOC101928020—>
i
T T T T 1
210.6 210.8 211 2112 211.4
Position on chr2 (Mb)

~log;g(p-value)

—log;(p-value)

—log;(p-value)

12

20

15

10

X -12689

11866352 2

T o
Aortic rorj% size Epithelial ovarian cancer
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<~ SOD2 MAS1-> IGF2R—> <SLC22A2 SLC22A3— <~LPA
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" v S—— [ ety - am v
<.DDB1 < CPSF7 LOC101927495—> MYRE—> < FADS3 SCGB1D1->
TKEC—~ PPP1R32—>  RPLPOP2—> <TMEM258 < RAB3ILL SCGB2A1—>
< CYBS61A3 MIR4488—~ <~DKFZP434K028 <FTHL SCGB1D2—>
TMEM138—>  LRRC10B— <MIR611 <SCGB1D4
TMEM216—> FEN1—
<FADS1
[~
<MIR1908
[ T T 1
61.2 61.4 61.6 61.8 62
Position on chrll (Mb)
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7
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Response to agents levels Red blood cell
’B”_}-'iOJ*) <PPP2RSE <-WDR89 SYNE2—>
< GPHB5 < SGPP1 < MIR548H1 <ESR2
H —— i =
T T T T 1
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Sphingu\};nld levels etabolite levels (X-11787)
21 GWAS hits
Very long—chain saturated fatty acid levels (fatty acid 20:0) omitted
Personality traits in bipolar disorder

<-LINC01722 SPTLC3—= ISM1— <-TASP1
<*LDClOI2606466 <~ISMI1—A51
L|NC0I1723*>
T T T T 1
12.6 12.8 13 13.2 13.4

Position on chr20 (Mb)

2'-deoxyuridine

o
35 TS140522 — 1008
3
=2
S
=Y
o
3
2
@
S
ES
=
S
x oA
Narcolepsy 48 GWAS hits
Longevity omitted
196 Fibrinogen
<TTLL8  PANX2—> <-PLXNB2 <SBF1 < SYCE3 SHANK3 >
[ ‘. [ = w hah
<MLC1 TRABD—>  <-DENND6B ADM2—> <CPTIB <LOC105373100
MOV10L1—> < HDAC10 PPP6R2—> MIOX—> <-CHKB ACR—
[ - — e Y . &)
SELENOO—> <LMF2 MAPK8IP2—> RPL23AP82—> 3 genes
<TUBGCP6 NCAPH2—>  <ARSA < RABL2B omitted
- Yu . ou
FMA.PKlz FSE)OZ
<MAPK11 <TYMP
- .
<-ODF3B
[ T T T 1
50.6 50.8 51 51.2 51.4
Position on chr22 (Mb)
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HDL chol [%ml Quanmauvelr%ns
428 GWAS hits
Carotid intimp media thickness Platelet count omitted
C disease risk factors Creatine kinase in statin us
< ZNF229 IGSF23—~ BCL3—  NECTIN2— RELB— PPP1R37—> MARK4 —>
= =} v o == — . -
<~ZNF180 PVR—>  MIR8085—> TOMM40—> CLASRP—  BLOC1S3-> <~CKM
[ o ) - - f k)
<CEACAM20  <-MIR4531 CBLC—> APOE—> < ZNF296 <EXOC3L2 KLC3—>
e h Wt 0 W e -
<CEACAM22P ~ CEACAM16—> BCAM—> APOC1—> GEMIN7— <ERCC2
et (™ e 0] ) - 1 gene
CEACAM19—> APOCIP1—> < GEMIN7-AS1 <PPPIR13L  omitted
- 0 W L
APOC4—> <NKPD1 CD3EAP—>
APOC4-APOC2—> <TRAPPC6A <ERCC1,
APOC2-—>
T T T T 1
45 45.2 45.4 45.6 45.8
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16 GWAS hits
PR interval in Tripanosoma cruzi seropositivity LDL cholesterol omitted
Ci inal fluid clusts
LOC101928103— ATIC—>  LOC102724849—> ~<-LINC00607
e Vi £y - T
SNORA701—> <FN1 LINC01614—>
i ) 0
<ABCA12
T T T T 1
215.8 216 216.2 216.4 216.6

Position on chr2 (Mb)
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Liver enzyme Ipvels (alkaline phosphatase) HIV-1 viral sg
283 GWAS hits
HDL cholesterol Breast cancer omitted
LDL Prostate cancer
<VWCE SDHAF2—> <-SYT7 DAGLA—> FADS2—>  BEST1—> INCENP—>  SCGB2A2—>
" Y Py [era el - am v
<,DDB1 <CPSF7 LOC101927495—> MYRE—>  <FADS3 SCGB1D1—>
TKEC—> PPP1R32—>  RPLPOP2—> <TMEM258 < RAB3ILL SCGB2A1—>
< CYB561A3 MIR4488—> < DKFZP434K028 <FTHL SCGB1D2—> 1 gene
TMEM138—>  LRRC10B—> <MIR611 <SCGBID4  omitted
TMEM216 > FEN1—>
<FADS1
[
~MIR1908
[ T T T 1
61.2 61.4 61.6 61.8 62
Position on chrll (Mb)
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Liver enzyme Ipvels (alkaline phosphatase) )‘\ HIV-1 viral sq
283 GWAS hits
HDL cholesterol Breast cancer omitted
LDL Prostate cancer
<VWCE SDHAF2—> <—SYT7 DAGLA—> FADS2—>  BEST1—> INCENP—  SCGB2A2—
" Y Py [ A ey - i v
<~DDB1 <-CPSF7 LOC101927495—> MYRF—>  <FADS3 SCGB1D1—>
wum Ty o s A i
TKEC—> PPP1R32—>  RPLPOP2—> < TMEM258 <RAB3IL1 SCGB2A1—>
i - i " = W
< CYBS61A3 MIR4488—> <-DKFZP434K028 <FTHL SCGB1D2—> 1 gene
TMEM138—>  LRRC10B— ~MIR611 <-ScGBID4  omitted
TMEM216—> FEN1—>
" b
<FADS1
< MIR1908
T T T T 1
61.2 61.4 61.6 61.8 62

Position on chr1l (Mb)
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Lp (a) levels Lp (a) levels 132 GWAS hits
Lp (a) leveli omitied
Response to hepatitis C treatment
<SOD2 MAS1-> IGF2R—> <SLC22A2 SLC22A3—> <LPA
- v e [ A [P
WTAP—> <AIRN SLC22A1—> <LPAL2
Ve . Vi [
<-S0D2-0T1 LOC729603—>
Acﬂzﬁ 1 gene
<TCP1 omitted
<SNORA20
< SNORA29
MRPL18—>
)
T T T T 1
160.2 160.4 160.6 160.8 161
Position on chré (Mb)
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*
Conotruncal heart defects

*
Serum uric acid levels

15 GWAS hits
Economic and political preferences omitted
Visceral fat
<-EEF1G TTC9C—> <-WDR74 <=SLC22A6 <-SLC22A24 SLC22A10—> <-HRASLSS <=ATL3
) " - pardraey 9 (e ey
:TUTI eB.S_CLZ <~V\2(F1 GC%'LRMI <-SLC22A25 SLC22A9—> RARRMESCi*)
<-MTA2  GNG3— <STX5 <-SLC22A8 LGALS12—~
- v =24 =] -

<*E-MLGI <*ZETBS <*Sl\iHGl <~HR$SLSZ 21 genes
ROM1-> POLR2G—> <PLA2G16 omitted

' W e
‘*E3£3AT3 TAE&L‘*

<GANAB TMEM179B—
- O
<*\I\LTSS M|R6‘7484>
[ T T T T 1
62.4 62.6 62.8 63 63.2 63.4
Position on chrll (Mb)
1-oleoyl-2-linoleoyl-GPE (18:1/18:2)*
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HDL chglesterol Breast cqncer omitted
LDL Prostate cancer
<VWCE SDHAF2—> <SYT7 DAGLA-—>  FADS2—>  BEST1—> INCENP—>  SCGB2A2—>
fu o a— e e - T i
<DDB1 <CPSF7 LOC101927495—> MYRF—>  <FADS3 SCGB1D1—>
[ et o fars A {0
TKEC—> PPPIR32—>  RPLPOP2—> <TMEM258 <RAB3ILL SCGB2A1—>
- " i v = W
<CYBS61A3 MIR4488—> <~ DKFZP434K028 <FTHL SCGB1D2—> 1 gene
TMEM138—  LRRC10B—> <MIR611 <SCGB1D4  omitted
TMEM216—> FEN1—>
" h
<FADS1
< MIR1908
T T T T 1
61.2 61.4 61.6 61.8 62

Position on chrll (Mb)
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Duodenal ulcer Diaptolic blood pressure omitted
Bipolar disorder and Mean arterial pressure
< TSNAREL <ARC  LY6K—> <LyY6D <CYP11B2  LY6E—> <Ly6H ZFP4l-> RHPN1->
ADGRB1—> <JRK <LYPD2 GML—> < LYBE-DT GPIHBP1—> <TOPIMT
(oo - ' W — . o—-—
LOC101928087>  <-LYNX1 <CYP11B1 CDC42P3—> GLi4—~
PSCA—> Cgorf31—> <MINCR 1 gene
<-LNCOCL ZNF696—> omitted
THEM6— <RHPN1-AS1
" v
<SLURP1
<SLURP2
T T T 1
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Position on chr8 (Mb)
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HDL cholesterol Interleukin-7 levt
87 GWAS hits
Blood trace element (Se levels) omitted
Clozapine-induce
MIR1323—> MYADM—> CACNG8—> <-OSCAR  RPS9— <-LILRA3 TTYH1—>  KIR3DX1->
- [ O B O b ]
| MIR498—> PRKCG—> CACNG6—>  <TEPT <LLRB3  <LILRA4 LENG8—> LILRA2—>
MIR520E—> CACNG7—  <VSTML CNOT3—> <LILRBS  <LAIRL <LENG9 LILRAL—>
\ — o . - - v -
MIR515-2-> MIR935->  NDUFA3—> <LILRAG <LENG8-AS1 ULRBI~ 45 genes
MIRS515-1-> <TARML <TMC4  <LILRB2 <CDC42EPS MIR8061—>  omitted
MIR519E—> PRPE31—> MIR4752—> LAR2—>  LILRB4—
MIR520F > <LENG1 <LILRAS
MIR519C—> <~MBOAT7
\ -
[ T T T 1
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2 r— 100

15261291
¢

&
HDL dholesterol Asp;rge
Cardiovascular digease risk factors Schizophre|
HDL Skin pign]
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Liver enzyme lgvels (alkaline phosphatase) HIV-1 viral sg 283 GWAS hits
HDL chglesterol Breast cancer omitted
LDL Prostate cancer
|<VWCE ~ SDHAF2—> < SYT7 DAGLA—> FADS2->  BEST1—> INCENP—>  SCGB2A2—>
<-DDB1 < CPSF7 LOC101927495—> MYRF— < FADS3 SCGB1D1—>
s Yo e -t [ (
TKEC— PPPIR32—>  RPLPOP2—> <~TMEM258 <-RAB3IL1 SCGB2A1—>
- - e v = W
<CYBS561A3 MIR4488—> < DKFZP434K028 <FTHL SCGB1D2—>
- | . [ i 1 gene
TMEM138—>  LRRC10B— <MIR611 <SCGB1D4  omitted
TMEM216—> FEN1—>
W h
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-
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HDL chglesterol Breast cancer omitted
LDL Prostate cancer
<VWCE SDHAF2—> <-SYT7 DAGLA—> FADS2—>  BEST1—> INCENP—>  SCGB2A2—>
b - B . ey - (] '
<.DDB1 < CPSF7 LOC101927495—> MYRE—>  <FADS3 SCGB1D1—>
TKEC— PPPIR32->  RPLPOP2—> <TMEM258 <-RAB3IL1 SCGB2A1—>
<~CYB561A3 MIR4488—> <~ DKFZP434K028 <~FTHL SCGB1D2—>
- i . W 0 1gene
TMEM138—>  LRRC10B— <MIR611 <SCGB1D4  omitted
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Cardiovascular disease risk factors Multiple sclerosis | omited
Li i i A2 activity and mass
OGFOD1—> MT2A—~ NUP93—>  MIR6863—  NLRC5—>  <FAM102A <PLLP CCL22—>
luoe 0 A i i il oo P 0
<BBS2 MT3—> <MTIG MIR138-2—> CETP— CPNE2—>  ARL2BP—>  CX3CL1->
an h 8 i T - " "
MT4->  MT1B-> SLC12A3—> RSPRY1—> ccL17—>
h i i RN =
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T T T T 1
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Phosphollpid lepels (plasma) Mean corpuscular volume 14 GWAS hits
Obesity-related frraits omitied
Parkinson's disease
GPHN—> MPP5—>  <-PLEK2 PLEKHH1—> <VTIIB < ZFYVE26
FAM71D—~ < ATP6V1D <TMEM229B  ARG2—> RAD51B—>
e v ——— —
EIF2S1-> <PIGH <RDH11
= w o
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T T T T 1
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Parkinson's disease
GPHN—> MPP5—>  <-PLEK2 PLEKHH1—> <VTI1B  <ZFYVE26
W - Wt m———
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Thyrgid function
Crohn's disease and psoriasis Chronotype
Thyroid volume
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Estradjol levels Inflammatory biomarkers Interleukin-18
Mean platelet volume fraction of red cells
<GALNT14 < XDH <—SRD5A2 ‘*LINEOIQL‘E ‘*DHP_:(30 SLC30A6— BIRC6—
<-CAPN14 <-MEMO1 SPAST—= YIPF4— MIR558 =
- P Tt [ l
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T T 1
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n e
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Blood trace element (Se levels) omitied
Clozapine-induce:
MIR1323—> MYADM—> CACNG8—> <-OSCAR  RPS9—> <LILRA3 TTYHI—=>  KIR3DX1—>
MIR498— PRKCG— CACNG6— <TFPT <LILRB3  <LILRA4 LENG8— LILRA2—
" vain (=] " — " - b
MIR520E—> CACNG7—>  <-VSTM1 CNOT3—> <-LILRB5S  <LAIRl <LENG9 LILRAL—>
| — o v - - 0 -
MIR515-2—> MIR935—>  NDUFA3—> <LILRAG <LENG8-AS1 ULRBL> 45 genes
MIR515-1—> <TARML <-TMC4  <LILRB2 <-CDCA2EPS MIR8061—>  omitted
MIR519E—> PRPF31—> MIR4752—> LAIR2—>  LILRB4—>
l [ i th '
MIR520F ~LENG1 <LILRAS
MIR519C—> < MBOAT?
T T T T 1
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raits (Other) Systemic lupus eryth r%atosus an| 27 GWAS hits
isponse to smallpox vaccine (IL-6) Orofacial clefts omitted
cleft lip with cle
WNT10A—> <IHH  <SLC23A3 DNAJB2—> <-DNPEP  GMPPA—> STK11lIP—>
la " " 0 ol - e
< LINC01494 < NHEJL <ABCB6 <RESP18 DES—>  ASIC4—> SLCIA3—>
CDK5R2—> <CNPPD1  <PTPRN SPEG— <-OBSL1
' - - e S
LINC00608—> RETREG2—> LOC100996693—> 6 genes
<FEV ZFAND2B—> <CHPF omitted
<CRYBA2 <ATGOA TMEM198—~
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LOC100129175—> <GLBIL INHA—>
=] - W
[ T T T 1
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Serum uric acid levels
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Economic and political preferences omitted
Visceral fat
<EEF1G TTC9C— <-WDR74 <—SLC22A6 <-SLC22A24 SLC22A10— <HRASLS5 <ATL3
) " - Pl i w—r ]
<=TUT1 =-BSCL2 <-NXF1 <-CHRM1 <=SLC22A25 SLC22A9—> RARRES3—>
I " - H Prdeay wea b
<-MTA2  GNG3—> <STX5 <-SLC22A8 LGALS12—>
- v =1 =] -
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12 GWAS hits
oking cessation Multiple sclgrosis Urate levels in overweight individuals omitted
Serum levels ic ratio)
<-LPAR3 <-MCOLN3 <SYDE2 <-BCL10 CYR61—> <-ZNHIT6
e W [t w0 ' R
<-MCOLN2 WDR63—> <-Clorf52 ~<-DDAH1 <-COL24A1
W i - B
M\FM?ZS*) LOCG4I6626*>
T T T T 1
85.4 85.6 85.8 86 86.2
Position on chrl (Mb)
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Metabolite levels Metabolite levels (HVA/5-HI
19 GWAS hits
Response to angiotensin Il receptor blocker therapy omitied
Left ventricular mass levels
RAI14—> <RADL  <AGXT2
TTC23L—> <PRLR
fhu
BRIX1—>
()
DNAJC21—>
.
T T T T 1
34.6 34.8 35 35.2 35.4
Position on chr5 (Mb)
40 |
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—log;g(p-value)

(QW/IND) 1el uoneuIqUIoday

T o T
Bilirubin levels Response to slatmTtherapy Type 2 diabetes 38 GWAS hits
Metabolic traits omitted
ibitors in arthritis
PDE3A—> SLCO1B3—> SLCO1B7-> SLCO1B1—> <-SLCO1A2 <RECQL <-LDHB
e [t D A s C
SLCO1C1— IAE* GOLI"IB*
PYROXD1—> <-GYS2
ety Wi
SPX—>
"
[ T T T 1
21 21.2 21.4 216 21.8
Position on chrl12 (Mb)
12 1555672373 [ 00
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Liver enzyme levels (alanine fransaminase;
4 ¢ ) 71 GWAS hits

Crohn's lisease

Liver enzyme levels

Metabolic traits

omitted

37 GWAS hits
Multiple sclerosis PR interval in Tripanosoma i omitied
Type 1 diabetes 1gG glyc
SPEF2—> IL7R—>  <UGT3A1 <-LMBRD2 < RANBP3L
wom el Rt ——
<CAPSL <UGT3A2  SKP2—>
LOC100506406 > < MIRS80
<NADK2
Erea
[ T T T 1
35.6 35.8 36 36.2 36.4
Position on chr5 (Mb)
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2409 GWAS hit
Systemic sclerosis Height | omitied
Systemic sclerosis
CARMIL1—> ABT1—> <-ZNF184 PGBD1— OR2J1— <—HCG4B <NRM MICA— PPT2—> <TAPl <-BAKl
[S=ah ' " 0 ] i ' g ' ' i
SCGN—> BTNIA1—>  LINCO1012—> <-LINC01623 <HCG4 ~ MIR689L—> MSH5—> HLA-DQA2—> < IPGK3
<HISTIH2AA < HISTIH2BJ <TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCPS—> RNF5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG— ZSCAN9— OR2J3— HCG9—> <FLOTL MICB— <-C6oril0 <—RXRB 299 genes
HISTIH2APS1—>  MIR3143—> ORIF12—> HCGI5—> HLATG—> ATATI—> HCG26—> HCG23— RING1—> omitted
SLCI7A4—>  <-GUSBP2 <OR2B2  HCGl4—> MOG—> HLA-E—> <-HLA-B EGFL8—>  HCG24~>
<SLCI7Al  LINC00240-> OR2B6—> < TRIM27 HLA-V—> <GNL1 <MICB-DT <BTNL2 HCG25->
<SLCI7A3  <HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J—> <IER3 MCCD1—> <HLA-DRB6  ITPR3->
T T T T 1
26 28 30 32 34

Position on chré (Mb)

Crohn's disease Pl levels (plasm:
CNNM1—> <-LINC01475 ENTPD7—> ABCC2—  <-DNMBP <-CPN1 <-ERLIN1 <-PKD2L1
[ " e PR R e s -
‘*}9911 NKX%*S‘* <COX15 DNME’P_*.ASI‘> <-CHUK SCMIE‘*
<-SLC25A28 CUTC— <-CWF19L1
w ] L
<~SN(‘JRA12
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-
OLMALINC -
it
T T T T 1
101.2 101.4 101.6 101.8 102

Position on chr10 (Mb)
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Bilirubin levels Response to tann’Fherapy
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(Q/ND) YRl UORRUIGIoIDY
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Cuﬂ‘e% consumption (cups per day) Schizophrenia

Birth %e\gh(
Lung function (FEV1/FVC)

Body mass index|

ORS complex (12-leadsum) Mean h
<-SSH2 NSRP1—> e}E‘I;M“H CPD— TBC1‘|‘3294> SuUz12pP1—>
EFCAB5—> em/\ll <*TI\’II‘LGDI G“O.“S_Ro_l.ﬁ SHSGI;lPZ" <*CRL.F‘C‘!"
MIR4‘Z3*> SMURFZPL\_{:‘_R.C37BP1*>
-« MIF‘23184
T T T T 1
282 28.4 28.6 28.8 29

Position on chrl7 (Mb)

43 GWAS hits
etabolic traits omitted
Response to TNF-alpha inhibitors in arthritis Bilirubin levels
PDE3A—> SLCO1B3—> SLCO1B7—>  SLCOIBl—>  <-SLCOIA2
SLCO1C1—> IAPP—>
T T T T 1
20.6 20.8 21 212 21.4
Position on chr12 (Mb)
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qut imic sclerosis T
2409 GWAS hit
Systemic scjerosis Height | omitted
Systemic sclerosis
CARMIL1—> ABT1—> <-ZNF184 PGBD1—> OR2J1—> <<HCG4B <-NRM MICA— PPT2— <-TAP1 <-BAKL
}vama i " 0 0 i ' g ' ' '
SCGN—> BTN1A1—>  LINCO1012—> <-LINC01623 <HCG4 ~ MIR6891—> MSH5—> HLA-DQA2—> < IP6K3
<HISTIH2AA  <HISTIH2B) <TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9— OR2J3—> HCG9—> <FLOTL MICB—> <C6orfl0 <RXRB 299 genes
HISTIH2APS1—>  MIR3143—> ORIF12—> HCGI5—> HLATG—> ATAT1—> HCG26—> HCG23—> RING1-—> omitted
SLCI7A4—~ <GUSBP2 <OR2B2  HCGl4-> MOG—> HLA-E-> <HLA-B EGFL8—> HCG24->
<SLC17AL  LINCOQ240-> OR2B6—> <TRIM27 HLA-V—> <GNL1 <MICB-DT <BINL2 HCG25->
<SLCI7A3 < HISTIH2BK <-ZKSCAN4 OR2J2-> HLA-J—> <IER3 MCCD1-> <HLA-DRB6  ITPR3—>
[ T T T 1
26 28 30 32 34
Position on chr6 (Mb)
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2 GWAS hits
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Common trajts (Other) Height 38 GWAS hits
Coronary artery calcificatio Height omitied
rotein levels Blood levels Blood protein levels
|RGS6—> DCAF4—>  PSEN1—> <-LOC101928143 MIR4505—> <-ENTPDS vsxa—  <NPC2
<DPF3 RBM25— <NUMB  ACOT2—  <LINC02274 LINS2—>  VRTN—> <LTBP2
e ———— . W [ u i
<~ ZFYVE1 PAPLN— < HEATR4 PTGR2—> <ABCD4 ISCA2—>
—— [ o) . 0) v
<LOC101928123  ACOT1—> ZNF410—> < SYNDIGIL 2 genes
RIOX1— <PNMAL <FAM1618 < MIR4709 omitted
ACOT4—> €OQ6—> <AREL1
' .
ACOT6—> BBOF1—>
' e
DNAL1-> < ALDH6AL
e -
T T T 1
735 74 74.5 75
Position on chrl4 (Mb)
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Common traits (Other) Eatin %sorders
40 GWAS hits
Personality dimensions omitted
Atopic dermatitis
< SELENBP1  TUFT1—> <CELF3 <RORC <S100A10 <TCHH <HRNR <FLG <CRNN
W i - - W - = - W
PSMB4—>  CGN-—> SNX27-> <MRPL9  <THEM4  NBPFI8P—>  <RPTN FLG-AS1—>
<POGZ  MIRS54— RIAD1—> <C2CD4D <-S100A11 <FLG2
—— i »1 v " -
OAz3—~ ~L0C100131107 1 gene
< TDRKH <TCHHL1 omitted
- a
TDRKH-AS1—>
<LINGO4
LOC100132111—>
i
[ T T T T 1
151.4 151.6 151.8 152 152.2 152.4
Position on chrl (Mb)
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(aW/Wo) 8¥es uoeuIqUIoOaYy

13 GWAS hits
HIV-1 susceptibility omitted
D sulphate levels
DHX34—>  <—ZNF541 BICRA—> SELENOW—> SNAR-Al12—  <PLA2GAC <CARDS EMP3—
5 [ A ) " L fzny [Eray .
<MEIS3 <NAPA EHD2—>  CRX—> SNAR-C2—> <LIGL CARDB-AS1—>
£ L fleas) [ (bl e '
<SLCBA2 NOP53—>  <SULT2A1  ELSPBP1—> ZSWIM9—  <-CCDC114
Pt m e = (= Ve
<KPTN SNORD23-> SNAR-A13—> ZNF114—> 14 genes
NAPA-AS1—> < NOP53-AS1 SNAR-C5—> <TMEM143  omitted
" A i —
<TPRX1  SNAR-C1— SYNGR4—>
SNAR-A2—> <CABPS <KDELRL
SNAR-AL—> GRIN2D—>
T T T T 1
48 48.2 48.4 486 48.8

Position on chr19 (Mb)
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Bilirubin levels

T K
Response to staunTmevapy Type 2 diabetes

38 GWAS hits
Metabolic traits omitted
hibitors in arthritis
PDE3A—~ SLCO1B3— SLCO1B7— SLCO1B1—  <-SLCO1A2 ‘*R-ESQL ‘*\;E)'HE
SLCO1C1—> IAPP—= GOLT1B—=
[ " T
PYROXD1-> <-GYS2
Pt P
sz(ﬁ
T T T T 1
21 21.2 21.4 216 218

Position on chr12 (Mb)

glycodeoxycholate 3-sulfate
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Position on chr19 (Mb)

adipoylcarnitine (C6-DC)
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Intelligence
HIV-1 susceptibility
D sulphate levels
DHX34 = <-ZNF541  BICRA— SELENOW—> SNAR-A12—> <-PLA2G4C <-CARD8 EMP3—>
m G " [ [ty et "
<-MEIS3 <-NAPA EHD2—> CRX—> SNAR-C2—> <=LIG1 CARD8-AS1—>
.. —— fear ) i ————— '
<SLC8A2 NOP53—  <-SULT2A1  ELSPBP1-> ZSWIM9—  <-CCDC114
<KPTN SNORD23—> SNAR-A13—> ZNF114—>
- ] LA u.
NAPA-AS1-> <-NOP53-AS1 SNAR-C5—> <TMEM143
[ [ (i —
<TPRX1 SNAR-C1— SYNGR4—>
SNAR-A2— <-CABPS <KDELR1
" o a
SNAR-A1—> GRIN2D—=>
Ol v
[ T T T 1
48 48.2 48.4 48.6 48.8

rs9429103

+
Response to hepatitis C treatment “\
Metabolic traits

Clozapine~induded agranulocytosis T

Corneal curvatus

100

(QW/W9) ¥el uoReUIqIoIaY

13 GWAS hits
omitted

14 genes
omitted

(QW/N9) B¥el UoRBUIGUIOaY

12 GWAS hits

levels Body mass index

omitted

FAAH— DMBX1—=> <-ATPAF1 CYP4B1—=> <-CYP4All CYP4Z1—> <TAL1 CMPK1—>
Ha " e . - e - —a
FAAHP1— <-KNCN TEX38—> < CYP4Z2P CYP4X1—> CYP4A22— <-STIL FOXE3—>

w . v e - - e b
<-LINC01398 <-MKNK1 <—EFCAB14 LINC00853—= <LINC01389
g e e v priar s
<~LOC1(25378695 <*F’D%{KllF’l <*FO)(DZ*AS}
MKNK1-AS1— FOXD2—=
p=4 .
<~MC_)BSC
EFCAB14-AS1—
=
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)
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Insulin resistance,
Prostate canger

Uric acid levels

TPP2—> <-CCDC168 ERCC5—> <-SLC10A2 LINC01309—
I - - i it O
‘*ME'I;«TLZIC BIVM—
<-TEX30 METTL21EP—=
. ¥

<-KDELC1
-
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Position on chr13 (Mb)
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Bilirubin levels Response to slatinTtherapy Type 2 diabetes
Metabolic traits
ibitors in arthritis
PDE3A—> SLCO1B3—> SLCO1B7-> SLCO1B1—> <-SLCO1A2 <RECQL <-LDHB
e [t D A s C
SLCO1C1— IA’EE* GOLI"IB*
PYROXD1—> <-GYS2
ety Wi
SPX—>
"
[ T T T 1
21 21.2 21.4 216 21.8
Position on chrl12 (Mb)
adipoylcarnitine (C6-DC)
25 2 rs11581518

— 80
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Hippocampal atrpphy

Systemic lupus er

Smoking cessation in chronic obstructive pumonary disease

Response to statin therap

*
Nicotine juse

<—COA7 ZYGllA— SCP2—> <-SLC1A7  <-MAGOH <—SLC25A3P1
o - ey 0
ZYG11B—= <-ECHDC2 PODN— CPT2—> LINC01771—= DMRTB1—>
e Fows h e W "
<~C12rf123 <-GLIS1
LOClOD§07564~>
< LRP8
T
T T T 1
53.2 53.4 53.6 53.8 54

Position on chrl (Mb)
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x T
Lp (a) levels Lp (a) levels T
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Response to hepatitis C treatment

132 GWAS hits
omitted

<-S0OD2 MAS1—> IGF2R—> <-SLC22A2 SLC22A3—
- v [y [ A

WTAP — <AIRN SLC22A1— <LPAL2
e . Vi [ty

<-S0D2-0T1 LOC729603—>
ACAT2—>
w

<TCP1
<SNORA20
< SNORA29

MRPL18—>

)
T T T T 1
160.2 160.4 160.6 160.8 161
Position on chré (Mb)

suberoylcarnitine (C8-DC)

rs112201728

7 3
Lp (a) levels Lp (a) levels
Lp (a) level;

Response to hepatitis C treatment

<-SOD2 MAS1—= IGF2R—> <-SLC22A2 SLC22A3— <-LPA
-t v ) ——m e

WTAP— <AIRN SLC22A1— <-LPAL2

FSODIZ*OTI LOC72l9603$
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-
FSNC‘)RAZU

< SNORA29
I

MRPL18—>
)
[ T T T 1
160.2 160.4 160.6 160.8 161
Position on chr6 (Mb)
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Word feading
Psychosis in Alzheimer's disease

<LPA

~ 100

Alzheimer's disease Reading and spelling
BSG— FSTL3—> PTBP1— RNU6-2—= <POLR2E STK11—> MUM1— APC2—
C) W - ! - v L o
HCN2—> PALM—> AZU1—> ARID3A—> ABCA7-> <-CBARP NDUFS7—> REEP6—>
[ e O s - w N ]
<-POLRMT MISP-> PRTN3—> WDR18—> GPX4—> ATPSF1D—> <GAMT PLKS—
- ] " t O ] " -
FGF22— MIR4745—  KISS1IR—> CNN2—  <-SBNO2 MIDN— DAZAP1—>
" i . . - ) Ve
<-RNF126 <=PLPPR3 GRIN3B—> <-CIRBP-AS1 RPS15—=>
- ] w ' i
<-PRSS57 MIR3187 - <TMEM259 CIRBP—=> <-C190rf25
B i - . B
ELAL\IE*) ARHG.‘/:P45*> C190£f24*> ePESK“
CFD—= EFNA2 —= <-ADAMTSLS
. i) -
T T T T 1
0.6 0.8 1 12 14

Position on chr19 (Mb)
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132 GWAS hits
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86 GWAS hits
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3 genes
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Sphingo\ip’fd levels
Sphingolipid levels
Obesity-related traits
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Personality dimengions Bipolar dist 26 GWAS hits
Metabolic traits Acute lymphoblastic leukemia (childhood) omitted
DNA levels
| ERICH3 LHX8—> ACADM—> STEGALNAC3—>
<—GRvZ <SLC44A5 <DLSTP1
TYW3—> RABGGTB—>
By 0
SNORD45C— 1 gene
SNORD45A—> omitted
SNORD45B—>
MSH4—
ke
<ASB17
T T T 1
755 76 76.5 77
Position on chrl (Mb)
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Sny mic sclerosis
2409 GWAS hif
Systemic sclerosis Height | omitted
Systemic sclerosis
CARMILL—> ABT1—> <-ZNF184 PGBD1-> OR2J1—> <-HCG4B <NNRM MICA—> PPT2—> <-TAP1 <BAKL
[ ' " 0 ) i l g v ' '
SCGN—> BTNIAL—>  LINC01012—> <LINC01623 <HCG4  MIR68I1-> ~MSH5-> HLA-DQA2—> <IP6K3
<HISTIH2AA < HISTIH2B) <-TOB2P1 <OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MIN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9— <FLOT1 MICB— <Céorfl0 <RXRB 299 genes
HISTIH2APS1—> MIR3143—> ORIF12—> HCGI5—> HLA;G—> ATAT1—> HCG26—> HCG23—> RING1—> omitted
SLCI7A4—> <GUSBP2 <OR2B2  HCGl4— MOG—> HLA-E— <HLA-B EGFL8—> HCG24—
<SLCI7A1  LINC0Q240—> OR2B6—> <TRIM27 HLA-V—> <GNLL <MICB-DT <BTNL2 HCG25—>
<SLCI7A3 < HISTIHZBK <ZKSCAN4 OR212—> HLA-J—> <IER3 MCCD1-> <HLA-DRB6  ITPR3—
[ T T T 1
26 28 30 32 34
Position on chré (Mb)
2 r— 100
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4 GWAS hits
omitted

GABRB1— ATP10D—=>  MIR8053—= LOC101927179—=  NIPAL1—=>
v — rim
GCO'V\‘/'IMDB <CORIN LOC101927157
<-NFXL1 <-CNGA1l
T T T T 1
47.2 47.4 47.6 47.8 48

Position on chr4 (Mb)
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Hippocampal atrpphy

Systemic lupus er

N .}b
Nicotine use
Smoking cessation in chronic obstructive pujmonary disease

Response to statin therapy
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19 GWAS hits
omitted

<-COA7 ZYG11A—> SCP2—> <SLC1A7 <-MAGOH <-SLC25A3P1
[T e »« '

ZYG11B—> ‘*E%DCZ P0.E£\l‘> CPI‘Z* L\NCO’2771‘> DMRIEI‘*
<*Cl(:rflzél <-GLIS1
LOC100§075644>

<LRP8
T T T T 1
53.2 53.4 53.6 53.8 54

Position on chrl (Mb)

methylsuccinoylcarnitine

rS12829722
T T
Insulin LDL q Fasting blood glucose
Gamma glutamy! t]ranspep(idase
Ci disease risk factors
TMEM233—> BICDL1-> <—PXN COX6A1—> MLEC—> <-HNF1lA-AS1 <-CAMKK2 <-KDM2B
- Wi i ' 0 0 = [lhrea
PRK/sBl* eRﬁBSS SIRI4*> eNBAV UNClI.lgB% HNF&A*) P2R=<4*> <~MIF‘Q7107
<CIT <-GCN1 <-MSI1 RNF10—> <-SPPL3 <OASL <ANAPC5  MIR548AQ—
<-MIR1178 <MIR4498 <TRIAP1 CABP1—> <-C120rf43 RNF34—>  ORAI1—>
) ) i . " 1 H
<-RPLPO GATC—> MIR4700—> P2RX7—> <-MORN3
' 0 i ran "
PXN*»/‘\SI* ‘*SF:SFQ ACAE)S‘* TMEMIZOB":
FPLAIZGIB FP.DPS XLOC_0|09911~>
DYNLL1—>
=]
[ T T 1
120.5 121 1215 122
Position on chr12 (Mb)
510412219 r

Type 2d
Colorectal cancer Adiponectjf
Adiponect
DPY19L3-> PDCD5—> NUDT19—> <=SLC7A9 FAAP24—> GPATCH1-> <-CEBPA
[ w — P W [ O
<-ANKRD27 TDRD12—> <-CEP89 'WDR88—> CEBPA-DT—>

[EaN L b [l e iy v
<~SNOIRASBB <-RHPN2 LF\‘ES*) CEB’EG*)
RGS9BP— <SLC7A10 <-PEPD
' Ll i

T T T T 1

33 332 334 336 338

Position on chr19 (Mb)
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Lp (a) levels Lp (a) levels 135 GWAS hits
Lp (a)levels | omitied
Response to hepatitis C treatment
<S0D2 MAS1—> IGF2R—> <SLC22A2 SLC22A3—> <LPA
—-— v e
WTAP— <AIRN SLC22A1—> <LPAL2
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< MIR6862-1 ATP2A1—>  LAT—> omitted
. . =) "
APOBR—> <SULT1A1 <~ ATP2A1-AS1
. =1 '
<27 NPIPBS— <RABEP2
] H.. Wt
<NUPRL
T T T T 1
28.2 28.4 28.6 28.8 29
Position on chrl6 (Mb)
1517243908 I
RSO

(QW/IND) 1el uoneuIqUIoday

*
Obes\’\(j

15 GWAS hits
Bone mineral density (paediatric, skull) Weight | omied
Bone mineral density
ANO3—> FIBIN—> BBOX1—> <ccpesa <LIN7C
v (Lt == h
<SLC5A12 <BBOX1-AS1 <LGR4  BDNF-AS—
LOC105376671>
~MIR8087
T T T T 1
26.8 27 27.2 27.4 27.6

Position on chrll (Mb)

hexanoylglutamine

40
30
20
10

rS149831. 100

(q/Wo) arel uoReUIqUWoaY

x T
Personality dimengions Bipolar dis
26 GWAS hits
Metabolic traits Acute lymphoblastic leukemia (childhood) omitted
DNA levels
<—ERICH3 LHX8— ACADM— STEGALNAC3—
= [ -
<*C.I“?YZ ~<—SLC44A5 <*DLISTF’I
TYW3—> RABGGTB->
t 0
SNORI?ASC‘* 1 gene
SNORP‘ISA" omitted
SNOR‘D4SBA>
MSH4—>
<ASB17
B
T T T 1
75.5 76 76.5 77

Position on chrl (Mb)



~log;o(p-value)

—logo(p-value)

~log;(p-value)

80

60

40

20

hexanoylglutamine

Pl
TSIT65195 - 100 3
P 3
~ 80 T
° 08 3
60 =
0.6 S
04|40 8
®
02 |- 20 &
S
0 =
z
T R T =
Systgmic sclerosis 2400 GWAS hit
Systemic sclerosis Height | omited
Systemic sclerosis
CARMIL1—> ABT1—> <ZNF184 PGBD1—> OR2J1—> <HCG4B <NRM MICA— PPT2—> <TAPL <BAKL
SCGN—> BTNIAL—>  LINC01012—> <-LINCO1623 <HCG4  MIRG68IL—> = MSH5— HLA-DQA2—> <IPGK3
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<CYBS61A3 MIR4488—> <~ DKFZP434K028 <FTHL SCGB1D2—> 1 gene
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