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—logio(p-value)
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4-guanidinobutanoate

rs884363

*
Erectile dysfunction and prostate cancer treatment

=
Dilated cardiomyopath

100

80

(QIN/WD) 8rel UoIRUIqWI0daY

9 GWAS hits
+ omitted
Cognitive per
KAZN—> TMEMS51—> EFHD2—>  DNAJC16—> PLEKHM2—> <FLJ37453 Clorf64—>
— — e — o b
< TMEMS51-AS1 FHAD1—> CELA2A—> <-AGMAT SLC25A34—> SPEN—>  <HSPB7
- - " . - .
<Clorfl9s CTRC—> DD2—> TMEM82—>  MIR5096—>  CLCNKA—>
CELA2B— RSC1Al— FBLIM1—> <ZBTB17
at 0 T —
<~CASP9 < UQCRHL CLCNKB—>
FAa v -
<FAM131C
T T T T T 1
154 156 158 16 16.2 16.4
Position on chrl (Mb)
— 2 rs6679837 r 100 P
r [slcac’e] 2
- [ ] L o]
08 Py 80 3
7 =3
0.6 (8 S
- 60 2
0.4 g
0.2 o0 o S
Q 40 &
@ o @
S
F20 £
=<
c
- 0
T -
T Erectile dysfunction and prostate cancer treatment Dilated cardiomyopathy
9 GWAS hits
+ omitted
Cognitive per
KAZN—> TMEMS51—> EFHD2—~  DNAJC16— PLEKHM2—> <—FLJ37453 Clorfé4—
—_— — (= - = h
<~ TMEMS51-AS1 FHAD1—> CELA2A—> <-AGMAT SLC25A34—> SPEN->  <HSPB7
- - " . - g
<Clorf195 CTRC—> DDI2—> TMEM82—>  MIR5096—>  CLCNKA—>
w H st " it -
CELA2B— RSC1A1—> FBLIM1—> <ZBTB17
- 0 s —
<CASP9 < UQCRHL CLCNKB—>
) v -
<~FAM131C
wi
[ T T T T 1
15.4 15.6 15.8 16 16.2 16.4
Position on chrl (Mb)
rs75708060 > r 100
r
Lo} ~ 80

*
Thyruid’F/ulume Chronotype
Thyroid volume:
Thyroid volume
eTéalRZ <-UBR4 <~A5R7L <-CAPZB <~LOC1(})*5378614 <TMCO4
e
<-ALDH4A1 LOC101927895—> MINOS1—>
- — P
<MIR4695 <EMC1 PQLC2— MINOS1-NBL1—>
h e 9 ——
<~MH31290 MRT}944> RPSl‘4P34>
<=IFFO2 <=AKR7A3 NBL1—>
- ) Cl
<~L0010.0506730 HTE'G%
<-AKR7A2
-
T T T T 1
19.2 19.4 19.6 19.8 20

Position on chrl (Mb)

(QW/N9) B¥el UoRBUIGUIOaY

18 GWAS hits
omitted

—log;g(p-value)

~logso(p-value)

—log;(p-value)

120 — Iq

100 —

20

beta—guanidinopropanoate

0.8

rs10754891 100

80

(QW/IND) vel uoheuIquIoday

T T
Erectile dysfunction and prostate cancer treatment Dilated cardiomyopath

9 GWAS hits
* omitted
Coanitive pet
KAZN—> TMEMS51—> EFHD2—~  DNAJC16—> PLEKHM2 > <-FLJ37453 Clorfe4—
— ] () . o '
< TMEM51-AS1 FHAD1—> CELA2A—> < AGMAT SLC25A34—> SPEN—>  <-HSPB7
- e " g - .
<Clorf195 CTRC— DDI2—> TMEM82->  MIR5096—  CLCNKA—>
CELA2B— RSC1A1—> FBLIM1—> <~ZBTB17
i v e —
<CASP9 <UQCRHL CLCNKB—>
Yen ) -
<FAM131C
T T T T T 1
154 156 15.8 16 16.2 16.4
Position on chrl (Mb)
argininate*
2 rs3737704 r 100

(QW/ND) 81l LoneuIqWoday

T T
Erectile dysfunction and prostate cancer treatment Dilated cardiomyopathy

9 GWAS hits,
* omitted
Cognitive pet
KAZN—> TMEMS51—> EFHD2—~  DNAJC16— PLEKHM2—=> <FLJ37453 Clorf64—
— e e e = '
~TMEM51-AS1 FHAD1—> CELA2A—> <~ AGMAT SLC25A34—> SPEN—> < HSPB7
- [~ " " —rem H
<Clorf195 CTRC—> DDI2—> TMEM82—>  MIR5096—>  CLCNKA—>
£ b ek " iy -
CELA2B— RSC1A1—> FBLIM1-> <ZBTB17
et v s —
<-CASP9 <UQCRHL CLCNKB—
A ) -
~FAM131C
wi
[ T T T T 1
15.4 15.6 15.8 16 16.2 16.4
Position on chrl (Mb)
s66731853 2 — 100

(QN/ND) BTl UoNeUIgWOaY

T 0
Eosinophilic esophagitis Subjective we’[

3 GWAS hits

Superior frontal gyrug  omited

Cognitive decline rate in late mild cognitive impairment

PLA2G5—>
FfLAZGZD
PLA2G2F—=
W
<-PLA2G2C
-}
eUBXNlD—ASl

UBXN10—
.

VWAS5B1—> <-CAMK2N1 CDA— <—KIF17 <EIF4G3
fraativer . =N e
<-LINC01141 ‘*MNULI PINtb'l‘* <-HP1BP3 ‘*MIFI\‘1256
FAM43B—= <-DDOST
' -
MIRS(‘]BIJ%
<~P|N}L<1—AS
<-SH2D5
-
T T T T 1
20.6 20.8 21 21.2 21.4

Position on chrl (Mb)



—log;o(p-value)

—log;o(p-value)

—logo(p-value)

20

phosphoethanolamine

ol T
Li erTenzyme levels Imm’Fne response to sm4ll

11772719 2 r
*

100

(QW/N9) B¥el uoReUIIOIaY

14 GWAS hits
Folate pathyay vitamin levels Alzheimer disease and age of onset | | omied
Liver enzyme levels (alkaline Daytime sleep
<-EIFAG3 <-ECE1 NBPF3—> <RAP1GAP LDLRAD2—> CELA3B—>
bullEEsN (RSN ——— 4 uw
LOC100506801— ALPL— <-USP48 <HSPG2 CELA3A—
) il ——————— w———r, -
<*LINC?lEC’!S
LINC00339—=
]
cocaz—
T T T T 1
216 21.8 22 222 22.4

Position on chrl (Mb)

ribitol

B > 152229540 -
b r o ® ° 0 o
08 o0 ° ®

7 7 *
Homocysteine I%[/e\s Body mass index Schjzophren

Blood metabolite levels Blood metapolite ley

Urate levels in obese ind|

RNF220—=> RPS8—> <-HECTD3 LINC01144—= AKR1A1—> MAST2 — TSPAN1—> FAAH—>
[RuF2z0> - RPS . ! i LMAST2 L TSP g
MIR5584—> PLK3—> UROD—> HPDL—> NASP—> <-PIK3R3 NSUN4—  <-MKNK1
i § : . S WRKERS NSO o
< TMEMS53 <EIF2B3 eMHTVH eCC‘D017 LOC101929626— FAAHP1—
<-SNORD145 <-ZSWIM5 TOE1—= <-GPBP1L1 <-POMGNT1 DMBX1—=>
! Pl gee M 2
Clorf228— < TESK2 TMEM69—> LURAP1—> MKNK1-AS1—>
12 TSk v A A
KIF%C% <7CCE)C163 %Pl?.P RADE_AL*> FKI.\ICN
SNORI‘D160~> MMA(EHC% FLR‘ECM FMOBS%C
SNORDS5—= <-PRDX1 UQCRH—= <-ATPAF1
! ? 5 1
I T T T 1
45 455 46 46.5 47
Position on chrl (Mb)
cis—3,4—-methyleneheptanoylglycine
rs324420 2 r
®

*
Response to hepatitis C treatnjent

Bloo
levels
MAST2 > LOC101929626 <LRRC41 FAAH—> DMBX1— <-MOB3C CYP4._-B1‘>
B " () &4 - "
~<—PIK3R3 RADS4L—> FAAHP1—> <-KNCN <-ATPAF1 <CYP4z2P
Y t - Fern (i
TSPAN1—> UQCRH—=> <-LINC01398 <-MKNK1 <-EFCAB14
o " ' Pabe Chin
<POMGNT1 NSUN4—> MKNK1-AS1—> TEX38—>
-— e pa v
LURAP1—= EFCAB14-AS1—
i~ Y
T T T T 1
46.4 46.6 46.8 47 47.2

Position on chrl (Mb)

~ 80

100

60

(QW/W9) ¥el uoReUIqIoIaY

1 GWAS hit
omitted

9 genes
omitted

100

(QN/W9) YRl UoRRUIqIoDY

5 GWAS hits
omitted

~logso(p-value)

—log;(p-value)

—log;(p-value)

glucarate (saccharate)

15 152229540
®
10
5 |
0
o T T
Homocysteine lgvels Body mass index Schyzophren
Blood metabolite levels Blood metapolite ley
Urate levels in obese ind
RNF220—> RPS8-> <-HECTD3 LINCO01144—> AKR1Al—> MAST2—> TSPAN1-> FAAH—>
[kt v O P - [ AL . -
MIR5584— PLK3—> UROD— HPDL— NASP— <—PIK3R3 NSUN4—> <MKNK1
) b O i = e L) -
<-TMEMS3  <EIF2B3 <MUTYH <-CCDC17 LOC101929626—> FAAHP1—>
(9 = . 0 " b
<-SNORD145 <ZSWIM5  TOE1—> <GPBP1L1 <-POMGNT1 DMBX1—>
\ P 0 A - d
CloggﬂZB‘* ‘:_;I'_EE'K_% TMEI\NIISQ* LUR&Pl* MKNKI*./_\“Sl*
KIF2C— <CCDC163 =IPP RADS54L —= <-KNCN
- . i ) )
SNOR[?lGO" MMA(EHC% <*LRI‘E‘%CIM <*MOB?C
SNOR‘DSS% ePFjDXl UQCBH*) GATPAF'}.
T T T T 1
45 45.5 46 46.5 a7
Position on chrl (Mb)
12 1S72688441
10 + *
8 |
6
4 -
2 ]
0
o T T
Homocysteine |%Ie|5 Body mass index Schyzophren
Blood metabolite levels Blood metapolite le
Urate levels in obese ind
RNF220—> RPS8—> <-HECTD3 LINC01144—> AKR1Al-> MAST2—> TSPAN1—> FAAH->
e v O P " [ " -
MIR5584—> PLK3-> UROD—> HPDL—> NASP—> <PIK3R3 NSUN4-> <MKNK1
\ b g i = —— - -
<TMEM53  <EIF2B3 <MYTYH <ccpelr LOC101929626—> FAAHP1—>
<~SNORD145 <ZSWIMS  TOE1—> <~GPBP1LL <POMGNT1  DMBX1—>
] e 0 ot - d
Clorf228—> <TESK2 TMEM69—> LURAP1-> MKNK1-AS1->
it P " o [
KIFZ_C‘* ‘*CCE)C163 ‘;LP‘P RADE:‘L* <*KE\ICN
SNOR‘D160~> MMA(EHC* FLR'I;«'CAI FMOE?C
SNORD55—> <-PRDX1 UQCRH—>  <—ATPAF1
i b W e
[ T T T 1
45 45.5 46 46.5 a7
Position on chrl (Mb)
5 rs9429103
r °
15 'o*
0.8 :

*
Response to hepatitis C treatment

Metabolic traits

*
Corneal curva
Body mags index

Blood ratios Clozapint duced
FAAH— DMBX1—> <-ATPAF1 CYP4B1— <-CYP4All CYP4Z1—> <TAL1 CMPK1-—>
Fan " e . - e - —a
FAAHP1— <—KNCN TEX38—= <CYP4Z2P CYP4X1—> CYP4A22 = <STIL FOXE3—
™ - v PR ] - e v
<-LINC01398 <-MKNK1 <-EFCAB14 LINC00853—= <-LINC01389
v - [y v e
MKNK1-AS1—> <-PDZK1IP1 <-FOXD2-AS1
W W '
eMgBSC
EFCAB14-AS1—>
i
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

(QW/ND) 81l uoneuIqWoday

1 GWAS hit
omitted

9 genes
omitted

100

(Q/ND) BTl UoNeUIgWOaY

1 GWAS hit
omitted

9 genes
omitted

100

80

(QN/ND) BTl UoNeUIgWOaY

7 GWAS hits
omitted



~log;(p-value)

—logio(p-value)

—log;e(p-value)

r594%9.103 z
B a2 e’ L J 08
g @ o 0.6

X —21827

~ 80

+
Corneal curva
Body mags index

*
Response to hepatitis C treatment

Metabolic traits

Blood ratios Clozapine-induced
FAAH—>  DMBX1-> <~ ATPAF1 CYP4B1— < CYP4ALl CYP4z1—> ~TALL CMPK1->
o " s . - fue) " —e
FAAHP1—> <KNCN TEX38—> <CYP4Z2P  CYPAX1—>  CYP4A22—> <STIL  FOXE3—>
w . v Wb e - Pty v
<LINC01398  <-MKNK1 <EFCAB14 LINC00853—> <LINCO1389
MKNK1-AS1—> <~PDZK1IP1 <~FOXD2-AS1
pr=m 0 I
<~MOB3C
"
EFCAB14-AS1->
T T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
2 rs1126742 r

x T
Response to hepatitis C treatment Corneal curval

Metabolic traits Body mags index

Blood ratios Clozapine-induced
FAAH—  DMBX1—> <ATPAF1 CYP4B1— <-CYP4All CYP4z1—> <TALL CMPK1—>
om " rren . - fes) - ——.
FAAHP1—> <—KNCN TEX38—> <CYP4Z2P  CYP4X1—>  CYP4A22—> <STIL  FOXE3—>
w ) W by [eitriar g - et v
<-LINC01398 < MKNK1 <EFCAB14 LINC00853—> <LINC01389
i — iy I [
MKNK1-AS1—~> <PDZK1IPL <FOXD2-AS1 |
<MOB3C
"
EFCAB14-AS1—>
i
[ T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
rs10890426 2 r

- T
Response to hepatitis C treatment Corneal curval

Metabolic traits Body mags index
Blood ratios Clozapine-induced
FAAH— DMBX1—> < ATPAF1 CYP4B1—> <-CYP4All CYP4Z1—> <TAL1 CMPK1—>
Vom " il - - ey - iy
FAAHP1— <—KNCN TEX38— <CYP4Z2P CYP4X1—> CYP4A22— <STIL FOXE3—=
= t S ddiec i la e - sl B
<-LINC01398 <-MKNK1 <-EFCAB14 LINC00853—= <-LINCO01389
v m— A ' =
MKNK1-AS1— <-PDZK1IP1 <-FOXD2-AS1
ps o I
<~MgB3c
EFCAB14-AS1—
.
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

r 100

(QIN/WD) 8rel UoIRUIqWI0daY

7 GWAS hits
omitted

100

(Q/WD) YRl UoRRUIqIoIDY

7 GWAS hits
omitted

100

(QW/W9) B¥el uoReUIqIOIaY

7 GWAS hits
omitted

—log;g(p-value)

~logso(p-value)

—log;(p-value)

X —21829

12 | 2 s1126742
w *
Response to hepatitis C treatment Corneal curvaj
Metabolic traits Body mags index
Blood ratios Clozapin duced
FAAH—>  DMBX1-> <-ATPAF1 CYP4B1—> <-CYP4All CYP4Z1—> <TAL1 CMPK1—>

o " P - - e " —a

FAAHP1—> <-KNCN TEX38—> <CYP4Z2P CYP4X1—> CYP4A22—> <STIL FOXE3—>
- - v Pl [eAliia - [esean f
‘*LIN(301398 < MKNK1 <-EFCAB14 L|NCD|0853‘> <-LINC01389
MKNK1-AS1-> <-PDZK1IP1 ~<-FOXD2-AS1
P W I
<-MOB3C
"
EFCAB&—AS]*
T T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
35
rs1126742 2 r
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Response to hepatitis C treatment

*
Corneal curval

Metabolic traits Body mags index
Blood ratios Clozapine-induced
FAAH—  DMBX1—> < ATPAF1 CYP4B1— <-CYP4All CYP4Z1—> <TALL CMPK1—>
s " Fren - - e - —a
FAAHP1-> <—KNCN TEX38—> <CYP4Z2P  CYP4X1—>  CYP4A22—> <STIL  FOXE3—>
- - v Pl L - = '
<LINC01398 < MKNK1 <EFCAB14 LINC00853—> <-LINC01389
v ——-— g v o
MKNK1-AS1—> <PDZK1IP1 < FOXD2-AS1 |
<MOB3C
"
EFCAB14-AS1—>
i
[ T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
2 rs1126742 r
s, o °8° L
0.6 g 8 5
10 — 0.4
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Response to hepatitis C treatment

*
Corneal curva

Metabolic traits Body mags index

Blood ratios Clozapint duced
FAAH— DMBX1—> <-ATPAF1 CYP4B1— <-CYP4All CYP4Z1—> <TAL1 CMPK1-—>

Fan " e . - e - —a

FAAHP1— <—KNCN TEX38—= <CYP4Z2P CYP4X1—> CYP4A22 = <STIL FOXE3—
™ - v PR ] - e v
<-LINC01398 <-MKNK1 <-EFCAB14 LINC00853—= <-LINC01389
v - [y v e
MKNK1-AS1—> <-PDZK1IP1 <-FOXD2-AS1
W W '
<—Ml253C
EFCAB14-AS1—>
i
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

— 100

(QW/IND) vel uoheuIquIoday

7 GWAS hits
omitted

100

(QW/ND) 81l LoneuIqWoday

7 GWAS hits
omitted

100

80

60

(QN/ND) BTl UoNeUIgWOaY

7 GWAS hits
omitted



—logio(p-value)

—log;e(p-value)

~log;(p-value)

2-hydroxysebacate

20

rs10890426

*
Response to hepatitis C treatment

Metabolic traits

+
Corneal curva
Body mags index

Blood ratios Clozapine-induced
FAAH— DMBX1—> <-ATPAF1 CYP4B1—=> <-CYP4All CYP4Z1—> <TAL1 CMPK1—>
m " ™ e - e - —a
FAAHP1— <-KNCN TEX38— < CYP4Z2P CYP4X1—> CYP4A22— <-STIL FOXE3—>
w ) v [ . - B '
‘*LIN(301398 <-MKNK1 <EFCAB14 L\NCOP853‘> <LINC01389
MKNK1-AS1—> <-PDZK1IP1 <-FOXD2-AS1
p= W '
<-MOB3C
-
EFCAB&;{—ASl*)
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

X — 24346

rs1126742
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Response to hepatitis C treatment

7
Corneal curva

Metabolic traits Body mags index
Blood ratios Clozapine-induced
FAAH—  DMBX1—> <ATPAF1 CYP4B1— <-CYP4All CYP4z1—> <TALL CMPK1—>
om " rren . - fes) - ——.
FAAHP1—> <—KNCN TEX38—> <CYP4Z2P  CYP4X1—>  CYP4A22—> <STIL  FOXE3—>
w ) W by [eitriar g - et v
<-LINC01398 < MKNK1 <EFCAB14 LINC00853—> <LINC01389
i — iy I [
MKNK1-AS1—~> <PDZK1IPL <FOXD2-AS1 |
<MOB3C
"
EFCAB14-AS1—>
i
[ T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
15 2 rs9429103

x
Response to hepatitis C treatment

x
Corneal curvaj

Metabolic traits Body mags index
Blood ratios Clozapine-induced
FAAH— DMBX1—> < ATPAF1 CYP4B1—> <-CYP4All CYP4Z1—> <TAL1 CMPK1—>
Vom " il - - ey - iy
FAAHP1— <—KNCN TEX38— <CYP4Z2P CYP4X1—> CYP4A22— <STIL FOXE3—=
= t S ddiec i la e - sl B
<-LINC01398 <-MKNK1 <-EFCAB14 LINC00853—= <-LINCO01389
v m— A ' =
MKNK1-AS1— <-PDZK1IP1 <-FOXD2-AS1
ps o I
<~MgB3c
EFCAB14-AS1—
.
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

r 100

(QIN/WD) 8rel UoIRUIqWI0daY

7 GWAS hits
omitted

(Q/WD) YRl UoRRUIqIoIDY

7 GWAS hits
omitted

100

(QW/W9) B¥el uoReUIqIOIaY

7 GWAS hits
omitted

—log;g(p-value)

~logso(p-value)

—log;(p-value)

X — 24345

rs9429103

x
Response to hepatitis C treatment

Metabolic traits

*
Corneal curval
Body mags index

Blood ratios Clozapin duced
FAAH—= DMBX1—> < ATPAF1 CYP4B1— <-CYP4All CYP4Z1—=> <TAL1 CMPK1—=>
am .- e ] - [ - —a
FAAHP1-> <-KNCN TEX38—> < CYP4Z2P CYP4X1—> CYP4A22 = <STIL FOXE3—>
m ) O P - - ] v
‘*LIN(}OISQB <-MKNK1 <-EFCAB14 LINCDI0853‘> <-LINC01389
MKNK1-AS1—> <-PDZK1IP1 <-FOXD2-AS1
W W '
<-MOB3C
"
EFCAB&—ASl*
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

glutamine conjugate of CLOH1602 (2)*

rs4507958

15 —
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Response to hepatitis C treatment

Metabolic traits

*
Corneal curval

Body mags index

Blood ratios Clozapine-induced
FAAH—  DMBX1—> < ATPAF1 CYP4B1— <-CYP4All CYP4Z1—> <TALL CMPK1—>
s " Fren - - e - —a
FAAHP1-> <—KNCN TEX38—> <CYP4Z2P  CYP4X1—>  CYP4A22—> <STIL  FOXE3—>
- - v Pl L - = '
<LINC01398 < MKNK1 <EFCAB14 LINC00853—> <-LINC01389
v ——-— g v o
MKNK1-AS1—> <PDZK1IP1 < FOXD2-AS1 |
<MOB3C
"
EFCAB14-AS1—>
i
[ T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
2 rs1126742

*
Response to hepatitis C treatment
Metabolic traits

*
Corneal curva
Body mags index

Blood ratios Clozapint duced
FAAH— DMBX1—> <-ATPAF1 CYP4B1— <-CYP4All CYP4Z1—> <TAL1 CMPK1-—>

Fan " e . - e - —a

FAAHP1— <—KNCN TEX38—= <CYP4Z2P CYP4X1—> CYP4A22 = <STIL FOXE3—
™ - v PR ] - e v
<-LINC01398 <-MKNK1 <-EFCAB14 LINC00853—= <-LINC01389
v - [y v e
MKNK1-AS1—> <-PDZK1IP1 <-FOXD2-AS1
W W '
<—Ml253C
EFCAB14-AS1—>
i
T T T T 1
47 47.2 47.4 47.6 47.8

Position on chrl (Mb)

— 100

(QW/IND) vel uoheuIquIoday

7 GWAS hits
omitted

— 100

(QW/ND) 81l LoneuIqWoday

7 GWAS hits
omitted

100

(QN/ND) BTl UoNeUIgWOaY

7 GWAS hits
omitted



~log;(p-value)

—logio(p-value)

—log;g(p-value)
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glucuronide of C10H1802

(11)*

28597732

*
Response to hepatitis C treatment

Metabolic traits

+
Corneal curva
Body mags index

Blood ratios Clozapine-induced
FAAH—>  DMBX1-> <~ ATPAF1 CYP4B1— < CYP4ALl CYP4zl—>  <TALL CMPK1->
Vom " e . - st - i
FAAHP1—> <KNCN TEX38—> <CYP4Z2P  CYPAX1—>  CYP4A22—> <STIL  FOXE3—>
w . v i) L - - P '
<LINC01398  <-MKNK1 <EFCAB14 LINC00853—> <LINCO1389
MKNK1-AS1—> <~PDZK1IP1 <~FOXD2-AS1
pr=m 0 I
<~MOB3C
"
EFCAB14-AS1->
T T T T 1
a7 47.2 47.4 47.6 47.8
Position on chrl (Mb)
glucuronide of C12H2003 (2)*
2 rs12132488

*
Response to hepatitis C treatment

Metabolic traits

7
Corneal curva

Body mags index

Blood ratios Clozapine-induced
FAAH—  DMBX1—> <ATPAF1 CYP4B1— <-CYP4All CYP4z1—> <TALL CMPK1—>
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SCGN—= ABT1—=> ZNF22914> NKAPL—> OR2J1-= <-HCGA4B <*NIRM HCP5— PP‘II'24> <*TﬁlF’l ITPEQ%
0 ' i v T '
<-HIST1H2AA HIST1H4l—= ZNF165— HCG15—> <-HCG4 MIR6891—

i i ' 0 h

, , MS|;|5*> <~HLAI—DQBl <~UQICC2

H\‘STlHZEA‘* M|R3‘143‘> ZSCA.N16‘> ‘*OF‘QZWI ‘*H(T,PSE

FMPCl HCG‘26~> <*C6_0rf10 FR:(RB

HI‘STlHZAP514> <*ZNl.:ZOAP PGE!.D14> ORZ‘JQ% HLA:A% TUEEB% MICIB% RNES% BRI?Z% <~IF'I6K3
SL5317A44> HISTlI"IZAG% ZSCA’NQ% ORZ‘JZ% HC(‘BQ% <*FI;OTl LT/.\% <~I7ll3>(2 <~HLAI—DPA1
<~S_LCI7A1 GH\STIIHZBK eZKS.CANl‘ ORlé‘Ulﬁ <~TRIINI10 MUCI21*> <~V\.NA7 HLA—D.QAZ% <~M.LN
FSIi017A3 HISTlF‘iZAH% ZSCA,NZE* eOBSVl <fTR.IM26 HCG.ZZ% FLISMZ FMIR‘.’ﬂaSB eGRMAI
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ferulic acid 4—sulfate

SLCl;IA44> <*GUMSBPZ <*O‘RZBZ HCG‘144> MO.G% HLAI—E% <*H\:A—B EGFILS% HCG|244>
<~SL217A1 L|NC02240*> OF\‘Z‘BG% <~TF\‘.IM27 eZNBI?.IASP DDFSI% LT/I\*> ePIBXZ HLA-E{PBZ%
FSL(-317A3 FHISTllHZE!K FZKSICANA ORZ‘J2~> HLA:J% eIERQ MCC‘Dl% FBTNLZ HCG.25~>
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DL cholesterol 864 GWAS hits
Cfohn's disease omitied
Bone mineral density (spine)
CARMIL1—> ABT1—> <-ZNF184 PGBD1—> OR2J1—> <HCG4B <NRM MICA— PPT2—> <TAP1 <BAKL
SCGN— BTNIAL—>  LINC01012-> <LINC01623 <HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <IPGK3
<HISTIH2AA < HISTIH2B) <-TOB2P1 <~OR2B3 HLA;A—> TUBB—> HCP5—> RNF5—> BRD2—> <—MIN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <FLOT1 MICB— <-C60rfl0 <RXRB
v ' i} 0 1 0 O - ' 290 genes
HISTIH2APS1— MIR3143— ZNF165—> HCG15—> HLATG— ATAT1— HCG26— HCG23— RING1—~ omitted
SLCI7A4—>  <GUSBP2 <OR2B2  HCGl4—> MOG—> HLA-E—> <-HLA-B EGFL8—  HCG24—>
<SLCI7AL  LINC0Q240—> OR2B6—> <-TRIM27 <-ZNRDIASP DDR1—> LTA~> <-PBX2 HLA-DPB2—>
<SLCI7A3  <HISTIH2BK <ZKSCAN4 OR2)2—> HLA-J—> <IER3 MCCD1—> <BTNL2 HCG25—>
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864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1—> ABT1—> <-ZNF184 PGBD1—> OR2J1—> <-HCG4B <-NRM MICA—> PPT2—> < TAP1 <BAK1
v ' " 0 0 i ' g ' ' '
SCGN—> BTNIAL—>  LINC01012—> <LINC01623 <HCG4  MIR6891—> MSH5—> HLA-DQA2—> <IP6K3
<HISTIH2AA < HISTIH2B] <-TOB2P1 <OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <FLOT1 MICB— <-C6orfl0 <-RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165-> HCGI5—> HLA-G—> ATATI—> HCG26—> HCG23~> RING1-—> omitted
SLCI7A4—  <GUSBP2 <-OR2B2  HCGl4—~ MOG— HLA-E—> <-HLA-B EGFL8—> HCG24—
<SLCI7AL  LINC0Q240—> OR2B6—> <-TRIM27 <-ZNRDIASP DDR1—> LTA-> <-PBX2 HLA-DPB2—>
<SLC17A3  <-HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J—> <IER3 MCCD1-> <BTNL2 HCG25—>
[ T T T 1
26 28 30 32 34
Position on chr6é (Mb)
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1DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1— ABT1— <ZNF184 PGBD1—> OR2J1—> <HCG4B <-NRM MICA— PPT2— <TAP1 <BAKl
v ' " 0 l i ' g v ' '
SCGN— BTNIA1—>  LINCO1012— <-LINC01623 <HCG4 ~ MIR68IL—> MSH5—> HLA-DQA2—> <IP6K3
<HISTIH2AA < HISTIH2B) <-TOB2P1 <OR2B3 HLA;A—> TUBB—> HCP5—> RNFS5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG— ZSCAN9— OR2J3— HCG9—> <-FLOT1 MICB— <CGorfl0 <RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165-> HCGI5~> HLA-G—> ATATI—> HCG26—> HCG23~> RING1— omitted
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DL cholesterol 864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1—> <GUSBP2 ~<-OR2B2  HCGl4—> MOG—>  MIR6891—> MSH5—> HLA-DQA2—> <IP6K3
SCGN—> BTNIA1—> <ZNF184 PGBD1—> OR2J1—> <HCG4B <NRM MICA—> <PRRTL BRD2—> <MN
<HISTIH2AA  <-HISTIH2B) < TOB2P1 <OR283 HLA;A—> <-MDC1 HCP5—> PPT2-> <-TAP2 <BAK1
HISTIH2BA—> HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> TUBB—> MICB— <-PBX2 HLA-DPB2—>
I I [ 0 ' O g b 0 290 genes
HISTIH2APS1—>  PRSS16— <-ZKSCAN4 OR2J2—> HLA-J— <IER3 HCG26— <CGorfl0 <—RXRB omitted
SLC17A4—>  LINC00240—> OR2B6—> <-TRIM27 <HCG4 <GNL1 <HLA-B EGFL8—  HCG24—>
<SLC17A1 <HISTIHZBK  NKAPL->  OR14J1—> <TRIM26 HCG22—> <NEUl <MIR31358 ITPR3—>
<SLC17A3 HISTIH4I—> ZNF165-> HCG15—> HLATG—> ATAT1-> MCCD1—> HCG23—> RING1—>
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Position on chré (Mb)
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CARMIL1—> ABT1—> <-ZNF184 PGBD1—> OR2J1—> <-HCG4B <WNRM MICA— PPT2— <-TAP1 <-BAKl
- ' " . v i l i ' ' '
SCGN—> BTNIAl—>  LINC01012—> <LINC01623 <HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> < IP6K3
<HISTIH2AA  <HISTIH2B) <-TOB2P1 <OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9— OR2J3—> HCG9—> <FLOTL MICB— <C6orfl0 <RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165—> HCGI5—> HLA-G—> ATATL-> HCG26—> HCG23—> RING1-—> omitted
SLCI7A4—> <GUSBP2 <OR2B2  HCGl4— MOG—> HLA-E—> <HLA-B EGFL8—> HCG24->
<SLCI7AL  LINCO0240—> OR2B6— <TRIM27 <ZNRDIASP DDR1-> LTA-> «<PBX2 HLA-DPB2—>
<SLCI7A3 < HISTIH2BK <-ZKSCAN4 OR2J2—> HLA-J-> <-IER3 MCCD1—> <BTNL2 HCG25—>
[ T T T 1
26 28 30 32 34
Position on chr6 (Mb)
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CARMIL1—> ABT1—> <ZNF184 PGBD1—> OR2J1— <HCG4B <-NRM MICA— PPT2—> <TAP1 <-BAKl
- ' " 0 v i v i ' ' i
SCGN—> BTNIAL—  LINC01012—> <-LINCO1623 <HCG4  MIRG68IL—~  MSHS—> HLA-DQA2—> <IPGK3
<HISTIH2AA  <HISTIH2B) <TOB2P1 <OR2B3 HLA-A—> TUBB—> HCPS—> RNF5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <-FLOT1 MICB— <-CGorf10 <-RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165-> HCG15—> HLA;G—> ATAT1—> HCG26—> HCG23—> RING1-—> omitted
SLCI7A4—> <GUSBP2 <-OR2B2  HCGl4—> MOG— HLA-E—> <HLA-B EGFL8—>  HCG24—>
<SLCI7A1  LINC0Q240—> OR2B6—> <TRIM27 <ZNRDIASP DDR1—> LTA—> <-PBX2 HLA-DPB2—>
<SLCI7A3 < HISTIH2BK <ZKSCAN4 OR2J2-> HLA-J-= <IER3 MCCD1—> <BINL2 HCG25—>
T T T T 1
26 28 30 32 34

Position on chré (Mb)
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~logso(p-value)
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Bone mineral density (spine)

fﬂiMlLlﬁ AB'II'I% eZNuF184 PGB.DI% ORZ‘JI% eHC‘G4B <~N.RM MIC.A% PP'I;Z% GT{\PI <~B.AK1
SCC:N% BTN1.A1~> LINCD.1012~> eL\N(‘)01523 FHFGA , MIR6891— , MS|;|5~> HLA*D.QAZA F\P.GKS
<~HIS‘T1H2AA <*HIS‘I"lHZBJ <*TOIBZPl <*OI?ZBC’I HLA:A% TUBIB% HCFI’S% RleS% BR[zZ% <*MILN
HIST}HZBA*) H\STlFIIZAG% ZSC/’-}NQ% OR2‘J3*> HC(ISS% <~FI;OT1 MIC’B% <~C6-0rf10 eR:(RB
HIST}HZAPS]‘* MIF\‘3‘143‘> ZNFlIGS* HCGI15‘> HLA:G‘* ATAIl‘* HCG‘ZS* HCG‘ZS* RIN(IBI‘*
SLC1.7A44> <*GUMSBF’Z <~OF‘ZZBZ HCG‘144> MO.G% HLA:E% <~HLIA*B EGFILS% HCG|244>

<-SLC17A1 LINC00240—= OR2B6—= <-TRIM27 <*ZNRI:}).IASP DDI314> LTA—= <-PBX2 HLA-DPB2—>
. ) v ' i f v '

<~SL(317A3 <~H|STIlHZEK eZKSICANA ORZ‘JZ% HLAI—J% FIEF\‘S MCC‘DI% <~B'[NL2 HCG.25*>
T T T T 1
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864 GWAS hits
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290 genes
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CARMIL1—> ABT1—> <-ZNF184 PGBD1—> OR2J1—+ <-HCG4B <-NRM MICA—= PPT2—> <-TAP1 <=-BAK1
= ' " 0 i i ' d 0 g 1
SCGN—> BTN1Al—> LINC01012— <-LINC01623 <-HCG4 MIR6891— MS|;|5*> HLA-DQA2— <-IP6K3
<-HISTIH2AA  <-HIST1H2BJ <-TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—> RNF5-> BRD2—> <-MLN

d ' v " ' 0 ' f g O
HISTIH2BA—>  HIST1H2AG—> ZSCAINQ% OR2J3—= HCG9—= <*FIiO'Fl MIC’B% <~Cﬁ-orf10 <~RZ(RB

0 f T v
HISTIH2APS1— MIR3143—> ZNF165-> HCG15-> HLA-G—> ATAIlﬁ HCG26—> HCG23—> RING1—>

0 i ' v ' 0 0 v
SLCI:/A4‘> <GUSBP2  <-OR2B2 HCG14— MOIG* HLA-E—~ <-HLA-B EGFILB‘> HCG24—

<SLC17A1 LINC00240—> OR2B6— <—TRIM27 FZNRl?.lASP DDFI21~> LTA—= <-PBX2 HLA-DPB2—
1 ) v ' i f v '

<SLCI7A3 < HISTIH2BK <-ZKSCAN4 OR2J2—> HLA-J—> <-IER3 MCCD1-> <BINL2 HCG25—>
[ T T T 1
26 28 30 32 34
Position on chr6é (Mb)
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CARMIL1— ABT1-> <-ZNF184 PGBD1—> OR2J1— <-HCG4B <-NRM MICA— PPT2— <TAP1 < BAK1l
= v " v T i v d v g {
SC(EN% BTN1.A14> LINC0.10124> <~UN(‘:01623 <*HICGA , MIR6891— , MS!;L’:% HLA*D.QAZ% <~\P.6K3
FHIS‘TlHZAA <~HIS'I"1HZBJ eTOIBZPI <~OI32B3 HLAI—A% TUBIB% HCFI’S% RNI?S% BRI?Z% <~MILN
HIST}HZBA‘* H\STI?}!ZAG‘* ZSCAINS‘> OR2‘J3‘> HC?Q‘* ‘*FL.OTI MIC’E* ‘*Cﬁ-orflﬂ ‘*RZ(RB
HIST}HZAPSI% MIR3‘1434> ZNF1|654> HCGI154> HLA:G% ATAI14> HCG‘ZG% HCG‘ZS% RINIGlﬁ
SLCl;IA44> <*GUMSBPZ <*O‘RZBZ HCG‘144> MO.G% HLAI—E% <*H\:A—B EGFILS% HCG|244>

<~SL217A1 L|NC02240*> OF\‘Z‘BG% <~TF\‘.IM27 eZNBI?.IASP DDFSI% LT/I\*> ePIBXZ HLA-E{PBZ%

<SLCI7A3  <HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J-> <IER3 MCCD1-> <BINL2 HCG25—>
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Position on chré (Mb)
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290 genes
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DL cholesterol 864 GWAS hits DL cholesterol 864 GWAS hits
Cfohn's disease omitted Cfohn's disease omitted
Bone mineral density (spine) Bone mineral density (spine)
CARMIL1—> ABT1—> <-ZNF184 PGBD1-> OR2J1—> <HCG4B <NRM MICA— PPT2—> <TAPL <BAKL CARMIL1-> ABT1—> <-ZNF184 PGBD1-> OR2J1-> <HCG4B <NRM MICA—> PPT2—> <TAP1 <BAK1
SCGN—> BTNIA1—>  LINC01012— <LINC01623 <HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <IPGK3 SCGN— BTNIAL—>  LINC01012-> <LINC01623 <HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <IPGK3
<HISTIH2AA  <HISTIH2B) <-TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN <-HISTIH2AA  <HISTIH2B) <-TOB2P1 <OR2B3 HLATA—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <FLOT1 MICB— <-C6orfl0 <RXRB HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <-FLOT1 MICB— <-C6orfl0 <RXRB
| ' ' 0 I 0 O - g 290 genes v ' i} 0 1 0 O - ' 290 genes
HISTIH2APS1—>  MIR3143— ZNF165— HCG15—> HLA-G— ATAT1—> HCG26— HCG23— RING1—> omitted HISTIH2APS1— MIR3143— ZNF165—> HCG15—> HLATG— ATAT1— HCG26— HCG23— RING1—~ omitted
SLCI7A4—> <GUSBP2 <-OR2B2  HCGl4—> MOG— HLA-E—> <HLA-B EGFL8—>  HCG24—> SLC17A4—>  <GUSBP2 <-OR2B2  HCGl4—> MOG—> HLA-E—> <HLA-B EGFL8—  HCG24—>
<SLCI7AL  LINC00240—> OR2B6—> <-TRIM27 <ZNRDIASP DDR1—> LTA—> <PBX2 HLA-DPB2—> <SLCI7AL  LINCO0240—> OR2B6—> <-TRIM27 <-ZNRDIASP DDR1-> LTA—> <PBX2 HLA-DPB2—>
<SLCI7A3 < HISTIH2BK <ZKSCAN4 OR2J2-> HLA-J—> <IER3 MCCD1—> <BTNL2 HCG25—> <SLC17A3  <HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J—> <IER3 MCCD1-> <BTNL2 HCG25—>
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Position on chré (Mb) Position on chré (Mb)
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¢DL cholesterol I:[DL cholesterol
864 GWAS hits 870 GWAS hits
Cfohn's disease omitted Ciohn's disease omitted
Bone mineral density (spine) Bone mineral density (spine)
CARMIL1—> ABT1-> <-ZNF184 PGBD1—> OR2J1—> <~HCG4B <NRM MICA—> PPT2—> < TAP1 <-BAK1 <RIPOR2 HFE—> <-HIST1H2B] <-TOB2P1 OR2J1—> HLA-A—> <-IER3 HCP5—> <-C60rfl0 <-RXRB
- ' " . v i v i ' ' i Wt v ' ] 0 " 0 ' - '
SCGN—> BTNIAL—>  LINCO1012—> <-LINC01623 <-HCG4  MIR6891—> MSH5—> HLA-DQA2—> <IP6K3 <CMAHP  BTN3A2—> ZNF391—> PGBD1—> OR2J2—> HCG9—> DDR1—> LTA—> HCG23—> <-VPS52
<HISTIH2AA  <HISTIH2B) <-TOB2P1 <OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN <LOC101928663 <GUSBP2 <-OR2B2  HCGl4—> <HCG4 MIR68IL—> <VWA7 <MIR31358 <IP6K3
HISTIH2BA—  HISTIH2AG—> ZSCAN9—> OR2J3—> HCGO—> <-FLOT1 MICB—> <-CGorfl0 <-RXRB 290 genes CARMILI—> BTN3A3— <-ZNF184 <ZSCAN23 ORZHI—> RPP21—> HCG27—> C2—> <HLA-DOB <MLN .o, genes
HISTIH2APS1—>  MIR3143—> ZNF165—> HCGI5—> HLA-G—> ATATL-> HCG26—> HCG23—> RING1-—> omitted SCGN—> HCGIl—>  LINCO1012—>  <-TRIM27 HLA;G—> <NRM MICA—> PPT2—> BRD2—> omitted
SLCI7A4—>  <GUSBP2 <-OR2B2  HCG14—> MOG—> HLA-E— <-HLA-B EGFL8—~ HCG24—> <-HISTIH2AA  LINCOQ240— ZNF165—> HCG15—> <-HCPSB <-MDCl MICB—~ <BTNL2 HCG25—>
<SLCI7AL  LINCOQ240—> OR2B6— <-TRIM27 <ZNRDIASP DDR1-> LTA— <-PBX2 HLA-DPB2—> HISTIH2BA—>  HISTIH2AG—> NKAPL-> OR2J3—> HLA-J—> GTF2H4—> <-VARS <HLA-DQB2
<SLCI7A3  <-HISTIH2BK <ZKSCAN4 OR2)2-> HLA-J—> <IER3 MCCD1—> <BTNL2 HCG25—> HISTIH2APS1-> <-HISTIH2BK < ZSGAN3L <-ORSVI <-HCG17 <CDSN CFB~—> <TAP2 <BAKL
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¢DL cholesterol 1DL cholesterol
864 GWAS hits 864 GWAS hits
Cfohn's disease omitted Cfohn's disease omitted
Bone mineral density (spine) Bone mineral density (spine)
CARMIL1—> ABT1—> <ZNF184 PGBD1—> OR2J1— <HCG4B <-NRM MICA— PPT2—> <TAP1 <-BAKl CARMIL1— ABT1— <ZNF184 PGBD1—> OR2J1—> <HCG4B <-NRM MICA— PPT2— <TAP1 <BAKl
- ' " 0 v i v i ' ' i v ' " 0 ] d ' g ' ' '
SCGN— BTNIAL—>  LINC01012—> <-LINC01623 <~HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <-IPGK3 SCGN— BTNIA1—>  LINCO1012— <-LINC01623 <HCG4 ~ MIR68IL—> MSH5—> HLA-DQA2—> <IP6K3
<HISTIH2AA  <-HISTIH2B)  <-TOB2P1 <-OR283 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN <HISTIH2AA < HISTIH2B) <-TOB2P1 <OR2B3 HLA;A—> TUBB—> HCP5—> RNFS5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG— ZSCAN9— OR2J3— HCG9— <FLOTL MICB— <-C6oril0 <—RXRB 290 genes HISTIH2BA—>  HISTIH2AG— ZSCAN9— OR2J3— HCG9—> <-FLOT1 MICB— <CGorfl0 <RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165~> HCGI5—> HLA-G—> ATATL-> HCG26—> HCG23— RING1-—> omitted HISTIH2APS1—>  MIR3143—> ZNF165-> HCG15—> HLA-G—> ATAT1-> HCG26—> HCG23~> RING1— omitted
SLCI7A4—> < GUSBP2 <-OR2B2  HCGl4— MOG—> HLATE—> <-HLA-B EGFL8—> HCG24~> SLCI7A4—>  <GUSBP2 <OR2B2  HCGl4—> MOG—> HLA-E—> <-HLA-B EGFL8—  HCG24—>
<SLCI7AL  LINC00240—> OR2B6—> <TRIM27 <ZNRDIASP DDR1—> LTA— <PBX2 HLA-DPB2—> <SLCI7AL  LINC00240—> OR2B6—> < TRIM27 <ZNRDIASP DDR1—> LTA—> <PBX2 HLA-DPB2—>
<SLCI7A3  <-HISTIH2BK <ZKSCAN4 OR2J2-> HLA-J—> <IER3 MCCD1—> <-BTNL2 HCG25—> <SLC17A3  <HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J—> <-IER3 MCCD1-> <BTNL2 HCG25—>
T T T T 1 T T T T 1
26 28 30 32 34 26 28 30 32 34

Position on chr6 (Mb) Position on chré (Mb)



—log;o(p-value)

—log,(p-value)

~log;o(p-value)

glutamine conjugate of C9H1602 (1)*

30 —{rs1892249

F
5 r 100g
r 3
~ 80 T
5
0.8 S
60 2
0.6 S
04 | 40 s
®
02 I 20 &
S
0 =
z
forea ”
DL cholesterol 864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMILL—> ABT1-> <-ZNF184 PGBD1—> OR2J1—> <HCG4B <NRM MICA— PPT2—> <TAP1 <BAK1
SCGN—> BTNIA1—>  LINC01012— <LINC01623 <HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <IPGK3
<HISTIH2AA  <-HISTIH2BJ <-TOB2P1 <~OR2B3 HLA-A—> TUBB— HCP5—> RNF5—> BRD2~> <MLN
HISTIH2BA—  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <-FLOT1 MICB—> <-C6orfl0 <RXRB
| ' ' 0 I 0 O - g 290 genes
HISTIH2APS1—>  MIR3143— ZNF165— HCG15—> HLA-G— ATAT1—> HCG26— HCG23— RING1—> omitted
SLCI7A4—> < GUSBP2 <OR2B2  HCGl4— MOG—> HLAE— <-HLA-B EGFL8—> HCG24~>
<SLCI7AL  LINCOQ240—> OR2B6—> <—TRIM27 <-ZNRDIASP DDR1—> LTA— <-PBX2 HLA-DPB2—>
<SLCI7A3  <HISTIH2BK <ZKSCAN4 OR2)2-> HLA-J=> <IER3 MCCD1—> <BTNL2 HCG25—>
T T T T 1
26 28 30 32 34
Position on chré (Mb)
2
1OD§
80 &
3
60 2
El
40 3
5]
20 5
ES
0 =
)
* (=2
¢DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1—> ABT1-> <-ZNF184 PGBD1—> OR2J1—> <~HCG4B <NRM MICA—> PPT2—> < TAP1 <-BAK1
- ' " . v i l i ' ' '
SCGN—> BTNIAL—>  LINCO1012—> <-LINC01623 <-HCG4  MIR6891—> MSH5—> HLA-DQA2—> <IP6K3
<HISTIH2AA  <HISTIH2B) <-TOB2P1 <OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG—> ZSCAN9—> OR2J3—> HCGO—> <-FLOT1 MICB—> <-CGorfl0 <-RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165—> HCGI5—> HLA-G—> ATATL-> HCG26—> HCG23—> RING1-—> omitted
SLCI7A4—>  <GUSBP2 <-OR2B2  HCG14—> MOG—> HLA-E— <-HLA-B EGFL8—~ HCG24—>
<SLCI7AL  LINCOQ240—> OR2B6— <-TRIM27 <ZNRDIASP DDR1-> LTA— <-PBX2 HLA-DPB2—>
<SLCI7A3  <-HISTIH2BK <ZKSCAN4 OR2)2-> HLA-J—> <IER3 MCCD1—> <BTNL2 HCG25—>
[ T T T 1
26 28 30 32 34
Position on chr6 (Mb)
P
120 - TSIT65196 — 1008
wo § "olbeo 3
80 ° 08 B
F60 5
60 — 0.6 =]
40 04|40 8
20 0220 5
<
0 0 =
z
7 £
¢DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1—> ABT1—> <ZNF184 PGBD1—> OR2J1— <HCG4B <-NRM MICA— PPT2—> <TAP1 <-BAKl
- ' " 0 v i v i ' ' i
SCGN— BTNIAL—>  LINC01012—> <-LINC01623 <~HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <-IPGK3
<HISTIH2AA  <-HISTIH2B)  <-TOB2P1 <-OR283 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG— ZSCAN9— OR2J3— HCG9— <FLOTL MICB— <-C6oril0 <—RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165~> HCGI5—> HLA-G—> ATATL-> HCG26—> HCG23— RING1-—> omitted

SLC1.7A44> <-GUSBP2 <-OR2B2 HCG14—= MDIG% HLA-E—=> <-HLA-B EGFILB% HCG24—=
L] ' 0 ' v 0

<~SL(217A1 LINCUSZAD% ORZ‘BG% <~TRIIM27 <~ZN‘F\‘[11ASP DDF:‘I% LT/?% <~PIBX2 HLA—[ZPBZ%

<SLC17A3 <HISTIH2BK <-ZKSCAN4 OR2J2—> HLA-J—= <IER3 MCCD1—+ <-BTNL2 HCG25—>
. v d T ' 0 {0 ' v

26 28 30 32 34

Position on chré (Mb)

—log;(p-value)

~log;g(p-value)

~logso(p-value)

glutamine conjugate of C10H1602 (2)*

20 —{Ts1892249

(QW/ND) 81l uoneuIqWoday

x
DL cholesterol
Cfohn's disease

Bone mineral density (spine)

864 GWAS hits
omitted

SCC:N% BTN1.A1~> LINCD.1012~> eL\N(‘)01523 FHFGA , MIR6891— , MS|;|5~> HLA*D.QAZA F\P.G
HIST}HZBA*) H\STlFIIZAG% ZSC/’-}NQ% OR2‘J3*> HC(ISS% <~FI;OT1 MIC’B% <~C6-0rf10 eR:(RB
HIST}HZAPS]‘* MIF\‘3‘143‘> ZNFlIGS* HCGI15‘> HLA:G‘* ATAIl‘* HCG‘ZS* HCG‘ZS* RIN(IBI‘*
SLC1.7A44> <*GUMSBF’Z <~OF‘ZZBZ HCG‘144> MO.G% HLA:E% <~HLIA*B EGFILS% HCG|244>

<-SLC17A1 LINC00240—= OR2B6—= <-TRIM27 <*ZNRI:}).IASP DDI314> LTA—= <-PBX2 HLA-DPB2—>
. ) v ' i f v '

<~SL(317A3 <~H|STIlHZEK eZKSICANA ORZ‘JZ% HLAI—J% FIEF\‘S MCC‘DI% <~B'[NL2 HCG.25*>

CARMIL1—> ABT1—> eZNuF184 PGBD1— OR2J1—> <-HCG4B <~N.RM MIC.A% PP'I;Z% GT{\PI <-BAK1

K3

<-HIST1H2AA <-HIST1H2BJ <-TOB2P1 <-OR2B3 HLA:A% TUBIB% HCP5— RNF5—= BR[zZ% <-MLN
d 1 v ! f f v

290 genes
omitted

T T T T
26 28 30 32
Position on chré (Mb)

suberoylcarnitine (C8-DC)

34

rs12209125

N A O @ B
S S © © g

=}

+
¢DL cholesterol

Cfohn's disease

Bone mineral density (spine)

(Q/ND) BTl UoNeUIgWOaY

864 GWAS hits
omitted

CARMIL1—> ABT1—> <-ZNF184 PGBD1—> OR2J1—+ <-HCG4B <-NRM MICA—= PPT2—> <-TAP1 <=-BAK1
= ' " 0 i i ' d 0 g 1

HIST%HZBA% H\ST1|-||2AGA> ZSCAINQ% ORZ‘JQ% HC(|394> <*FIiO'Fl MIC’B% <~Cﬁ-orf10 <~RZ(RB
HIST}HZAPSlﬁ MIR3‘143*> ZNF1|65*> HCGI15*> HLAI—G% ATAIlﬁ HCG‘ZG% HCG‘23*> RIN[Iil*)
SLCI:/A4‘> ‘*GUMSBPZ ‘*OF‘QZBZ HCG‘14‘> MOIG* HLA:E‘* ‘*H\:A*B EGFILB‘> HCGI24‘>

<SLC17A1 LINC00240—> OR2B6— <—TRIM27 FZNRl?.lASP DDFI21~> LTA—= <-PBX2 HLA-DPB2—
1 ) v ' i f v '

<-SLC17A3 <-HIST1H2BK <-ZKSCAN4 OR2J2—> HLA-J—> =-IER3 MCCDl1—> <-BTNL2 HCG25—=>
v v d 0 ] 0 [ ' v

SCGN—> BTN1Al—> LINC01012— <-LINC01623 <-HCG4 MIR6891— MS|;|5*> HLA-DQA2— <-IP6K3

<-HISTIH2AA  <-HIST1H2BJ <-TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—> RNF5-> BRD2—> <-MLN
d ' v " ' 0 ' f g O

290 genes
omitted

[ T T T
26 28 30 32
Position on chr6é (Mb)

heptanoylglutamine

rs3757130

0.8
0.6
0.4
0.2

+
1DL cholesterol

Ctohn's disease

Bone mineral density (spine)

34
Py
- 100§
-8 &
3
Feo 2
S
F40 3
&
20 5
<
0 =
&
864 GWAS hits
omitted

CARMIL1— ABT1-> <-ZNF184 PGBD1—> OR2J1— <-HCG4B <-NRM MICA— PPT2— <TAP1 < BAK1l
= v " v T i v d v g {

HIST}HZBA‘* H\STI?}!ZAG‘* ZSCAINS‘> OR2‘J3‘> HC?Q‘* ‘*FL.OTI MIC’E* ‘*Cﬁ-orflﬂ ‘*RZ(RB
HIST}HZAPSI% MIR3‘1434> ZNF1|654> HCGI154> HLA:G% ATAI14> HCG‘ZG% HCG‘ZS% RINIGlﬁ
SLCl;IA44> <*GUMSBPZ <*O‘RZBZ HCG‘144> MO.G% HLAI—E% <*H\:A—B EGFILS% HCG|244>

<~SL217A1 L|NC02240*> OF\‘Z‘BG% <~TF\‘.IM27 eZNBI?.IASP DDFSI% LT/I\*> ePIBXZ HLA-E{PBZ%

<SLC17A3 <HIST1H2BK <-ZKSCAN4 OR2J2— HLA-J— <-|ER3 MCCD1—> <-BTNL2 HCG25—>
v v d " ' 0 0 g v

SCGN—= BTN1Al—> LINC01012—= =-LINC01623 <-HCG4 MIR6891— MS!;L’:% HLA-DQA2—= <=-IP6K3
" v O T v ' ' .

<-HIST1H2AA <-HIST1H2B) <-TOB2P1 <-OR2B3 HLAI—A% TUBIB% HCP5— RNF5—> BRI?Z% <MLN
d 1 v 0 f f v

290 genes
omitted

T T T T
26 28 30 32
Position on chré (Mb)

34



—log,(p-value)

N-octanoylglutamine

Pl
TSTI65196 100 3
~ v E
B 80 ©
E} 5
3 0.8 2
7 60 =
& 0.6 S
& 04|40 8
o ®
[ 02 20 &
S
0 =
z
foen "
DL cholesterol 864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1—> ABT1—> <-ZNF184 PGBD1-> OR2J1—> <HCG4B <NRM MICA— PPT2—> <TAPL <BAKL
SCGN—> BTNIAL—>  LINC01012—> <-LINCO1623 <HCG4  MIRG68IL—~> = MSHS—> HLA-DQA2—> <IPGK3
<HISTIH2AA  <HISTIH2B) <-TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <FLOT1 MICB— <-C6orfl0 <RXRB
| ' ' 0 I 0 O - g 290 genes
HISTIH2APS1—  MIR3143—> ZNF165—> HCGI5— HLA-G—> ATATL-> HCG26— HCG23— RING1—> omitted
SLCI7A4—> <GUSBP2 <-OR2B2  HCGl4—> MOG— HLA-E—> <HLA-B EGFL8—>  HCG24—>
<SLCI7AL  LINC00240—> OR2B6—> <-TRIM27 <ZNRDIASP DDR1—> LTA—> <PBX2 HLA-DPB2—>
<SLCI7A3 < HISTIH2BK <ZKSCAN4 OR2J2-> HLA-J—> <IER3 MCCD1—> <BTNL2 HCG25—>
T T T T 1
26 28 30 32 34
Position on chré (Mb)
o
TSI165195 - 1008
100 — 2 S
,03? 80 &
= 80 08 3
Lo @& reo s
& 0.6 S
E B ~40 3
& 40 0.4 %
o
T 20 02 |I- 20 5
S
0 0 =
S
x oA
¢DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)

CARMIL1—= ABT1-> <-ZNF184 PGBD1—> OR2J1—> <-HCG4B <-NRM MICA—=>
o ' " ' v i ' g

<-HISTIH2AA  <-HIST1H2BJ <-TOB2P1 <-OR2B3 HLA-A—> TUBB—> HCP5—>
d " v b " O i

HISTIH2BA—  HISTIH2AG—=> ZSCAN9—= OR2J3—> HCG9—> <*FIEOTl MICIB%
i h O T 1

HISTIH2APS1—> MIR3143—> ZNF165—> HCG15—> HLA-G—> ATAIl* HCG26—>
i P i T ] !

< SLC17A1 LINC00240—> OR2B6— < TRIM27 <ZNRD1ASP DDF:'l% LTA—
W w v ' ) f

PP‘II'24> <~T»IAP1 <-BAK1
{

SCGN— BTN1Al1—> LINC01012—> <-LINC01623 <-HCG4 MIR6891—> MSI;IS% HLA-DQA2—> <-IP6K3

RNF5— BRD2—> <-MLN
; ; "
“Cgri0 —RXRB 290 genes
HCG23—> RINGL—> omitted
; S

SLClZAA“* ‘*GUNSEPZ ‘*OFI\‘ZBZ HCG‘14‘> MO.G* HLA:E‘* ‘*HITA*B EGFIL8‘> HCG‘ZA*

<PBX2 HLA-DPB2—
v '

<-SLC17A3 <-HISTIH2BK <-ZKSCAN4 OR2J2—> HLA-J—= <-IER3 MCCD1—> =-BTNL2 HCG25—=>
. v d v ' v [ ' v

[ T T
26 28 30
Position on chr6 (Mb)

T 1
32 34

glutamine conjugate of C8H1202 (3)*

P
15 [ 153799344 100 3
3
80 T
3
60 5
El
40 3
@
20 o
<
0 =
z
7 £
¢DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1—> ABT1—> <ZNF184 PGBD1—> OR2J1— <HCG4B <-NRM MICA— PPT2—> <TAP1 <-BAKl
- ' " 0 v i v i ' ' "
SCGN— BTNIAL—>  LINC01012—> <-LINC01623 <~HCG4  MIR6891—> ~MSH5—> HLA-DQA2—> <-IPGK3
<HISTIH2AA  <-HISTIH2B)  <-TOB2P1 <-OR283 HLA-A—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—  HISTIH2AG— ZSCAN9— OR2J3— HCG9— <FLOTL MICB— <-C6oril0 <—RXRB 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165~> HCGI5—> HLA-G—> ATATL-> HCG26—> HCG23— RING1-—> omitted

<SLC17A3 <HISTIH2BK <-ZKSCAN4 OR2J2—> HLA-J—= <IER3 MCCD1—>
. v d T ' 0 {0

SLC1.7A44> <-GUSBP2 <-OR2B2 HCG14—= MDIG% HLA-E—=> <-HLA-B EGFILB% HCG24—=
L] ' 0 ' v 0

<~SL(217A1 LINCUSZAD% ORZ‘BG% <~TRIIM27 <~ZN‘F\‘[11ASP DDF:‘I% LT/?% <~PIBX2 HLA—[ZPBZ%

<-BTNL2 HCG25—
' v

T T T
26 28 30
Position on chré (Mb)

T 1
32 34

~logso(p-value)

—log;(p-value)

~log;g(p-value)

o
TS2B17188 8
20 100§
15 8 £
5
2
0 g 60 g»
40 3
il
5 20 5
£
0 0o =2
S
foLoms w
DL cholesterol 864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMIL1-> ABT1—> <-ZNF184 PGBD1-> OR2J1-> <HCG4B <NRM MICA—> PPT2—> <TAP1 <BAK1
SCGN—> BTNIAL—>  LINCO1012—> <LINC01623 <HCG4  MIRGB9L—~  MSH5—> HLA-DQA2—> <IPGK3
<-HISTIH2AA  <HISTIH2B) <-TOB2P1 <OR2B3 HLATA—> TUBB—> HCP5—> RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <-FLOT1 MICB— <-C6orfl0 <RXRB
v ' i} 0 1 0 O - ' 290 genes
HISTIH2APS1—>  MIR3143—> ZNF165—> HCGI5-> HLATG—> ATAT1—> HCG26— HCG23-> RING1— omitted
SLC17A4—>  <GUSBP2 <-OR2B2  HCGl4—> MOG—> HLA-E—> <HLA-B EGFL8—  HCG24—>
<SLCI7AL  LINCO0240—> OR2B6—> <-TRIM27 <-ZNRDIASP DDR1-> LTA—> <PBX2 HLA-DPB2—>
<SLC17A3  <HISTIH2BK <ZKSCAN4 OR2J2—> HLA-J—> <IER3 MCCD1-> <BTNL2 HCG25—>
T T T T 1
26 28 30 32 34
Position on chré (Mb)
glutamine conjugate of C8H1204 (1)*
Pl
[ 752328895 1008
, r 3
40 — 80 T
5
30 o8|l B
0.6 S
X 3
20 04 |40 3
@
10 02 |- 20 &
s
0 0 =
z
* c
¢DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)
CARMILL—> ABT1-> <-ZNF184 PGBD1-> OR2J1—> <-HCG4B <NRM MICA—> PPT2—> <-TAP1 <BAKL
- ' " 0 ] d ' g ' ' '
SCGN—> BTNIA1—>  LINCOI012—> <-LINC01623 <HCG4 ~ MIR68IL—> MSH5—> HLA-DQA2—> <IP6K3
<-HISTIH2AA  <HISTIH2B) <TOB2P1 <-OR2B3 HLATA—> TUBB— HCP5— RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9—> OR2J3—> HCG9—> <FLOTL MICB—> <C6orfl0 <RXRB 290 genes
HISTIH2APS1—> MIR3143—> ZNF165—> HCGI5-> HLA;G—> ATAT1—> HCG26—> HCG23—> RING1—> omitted
SLCI7A4—> <GUSBP2 <OR2B2  HCGl4-> MOG—> HLA-E-> <HLA-B EGFL8—  HCG24—>
<SLCI7AL  LINCO0240—> OR2B6—> <-TRIM27 <ZNRDIASP DDR1-> LTA-> <PBX2 HLA-DPB2—>
<SLCI7A3 < HISTIH2BK <-ZKSCAN4 OR2J2—> HLA-J—> <-IER3 MCCD1-> <BINL2 HCG25—>

26 28 30 32 34
Position on chr6é (Mb)
gamma-CEHC sulfate
rs1165152

+
1DL cholesterol

Ctohn's disease

Bone mineral density (spine)

CARMIL1— ABT1-> <-ZNF184 PGBD1—> OR2J1— <-HCG4B <-NRM MICA— PPT2— <TAP1 < BAK1l
= v " v T i v d v g {

HIST}HZBA‘* H\STI?}!ZAG‘* ZSCAINS‘> OR2‘J3‘> HC?Q‘* ‘*FL.OTI MIC’E* ‘*Cﬁ-orflﬂ ‘*RZ(RB
HIST}HZAPSI% MIR3‘1434> ZNF1|654> HCGI154> HLA:G% ATAI14> HCG‘ZG% HCG‘ZS% RINIGlﬁ
SLCl;IA44> <*GUMSBPZ <*O‘RZBZ HCG‘144> MO.G% HLAI—E% <*H\:A—B EGFILS% HCG|244>

<~SL217A1 L|NC02240*> OF\‘Z‘BG% <~TF\‘.IM27 eZNBI?.IASP DDFSI% LT/I\*> ePIBXZ HLA-E{PBZ%

<SLC17A3 <HIST1H2BK <-ZKSCAN4 OR2J2— HLA-J— <-|ER3 MCCD1—> <-BTNL2 HCG25—>
v v d " ' 0 0 g v

SCGN—= BTN1Al—> LINC01012—= =-LINC01623 <-HCG4 MIR6891— MS!;L’:% HLA-DQA2—= <=-IP6K3
" v O T v ' ' .

<-HIST1H2AA <-HIST1H2B) <-TOB2P1 <-OR2B3 HLAI—A% TUBIB% HCP5— RNF5—> BRI?Z% <MLN
d 1 v 0 f f v

T T T T
26 28 30 32
Position on chré (Mb)

34

100
80
60
40
20

(QW/IND) vel UoheuIquIodaY

864 GWAS hits
omitted

290 genes
omitted



—log;o(p-value)

—log,(p-value)

~log;o(p-value)

N-lactoyl leucine

rs9467618

F
100§
80 T
3
60 =
E
40 3
&
20 &
S
0 =
z
e "
DL cholesterol 870 GWAS hits
Clohn's disease omitted
Bone mineral density (spine)
\“RIPOR2 HFE-> <HISTIH2BJ <TOB2P1 OR2J1-> HLATA—> <IER3 HCP5—> <-C6orf10 <RXRB
<-GMAHP  BTN3A2— ZNF391—> PGBD1—> OR2J2—> HCGO—> DDR1—> LTA-> HCG23—> <-VPS52
<LOC101928663 <-GUSBP2 <-OR2B2 ~ HCGl4~> <-HCG4  MIR6891— <-VWA7 <MIR31358 <IPGK3
CARMIL1—> BTN3A3—> <ZNF184 <ZSCAN23 OR2H1—> RPP21-> HCG27—> C2-> <HLA-DOB <-MLN
- v " v U v v " ' 0 294 genes
SCGN— HCGll—  LINC01012—>  <TRIM27 HLA;G—= <NRM MICA= PPT2—> BRD2—> omitted

<-HISTIH2AA  LINC00240— ZNF165—> HCG15—> <-HCP5B <-MDC1 M\C‘B% <-BTNL2 HCG25—
v H 1 v I g ' v

HIST1IH2BA— HISTIH2AG—= NKAPL— OR2J3—> HLA-J—=> GTFZIH44> <~V:\RS <-HLA-DQB2
i h i v ' "

HISTlHZ‘AP51~> <—HISTIIHZBK <—ZS(EAN31 <—O$5V1 GHEGN GCPSN CFIB% <—T{\P2 <—B.AK1
T T T T 1
26 28 30 32 34
Position on chré (Mb)
N-lactoyl tyrosine
30 rs9461218

100

(QW/W9) ¥el uoReUIqIoIaY

*
l:[DL cholesterol
872 GWAS hits
Ciohn's disease omitted
Bone mineral density (spine)
ACOT13—> HFIE% <-HIST1H2BJ NKAPL-> OR2J3-> HCG9-> <-IER3 HCP5—> <*CG'DV'HO <*RZ(RB
' | ] ; 0 \
<-C6orf62 HISTIHIE—> PRSS16—> <-TOB2P1 OR2J2—> HLA-J—> DDF$1*> LTA—> HCG23—> eVESSZ
GMNN-= TRIM38— HISTIH2AG—> PGBD1—> OR14J1—> <-HCG17 =<-CDSN C2-> <MIR31358 <-MLN
b 4 ) 0 ) " v ) ) O
<‘~C6nﬂ229 <~H\S"I'1H3F <*ZNEZOIIF' <*ZS(}ANZQ ORZIH14> , MIR6891—=> , <~V‘\RS <~HLA;DOB 297 genes
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g i 0 I 9 v v

<-C60rf229 <—HISTIH3F <-ZNF204P <ZSCAN23 OR2H1—> MIR6891— <-VARS <-HLA-DOB
' ' ' v d '
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<SLCI7AL  LINC00240—> OR2B6—> <-TRIM27 <ZNRDIASP DDR1—> LTA—> <PBX2 HLA-DPB2—>
<SLCI7A3 < HISTIH2BK <ZKSCAN4 OR2J2-> HLA-J—> <IER3 MCCD1—> <BTNL2 HCG25—>
T T T T 1
26 28 30 32 34
Position on chré (Mb)
3-hydroxydodecanedioate*
o
TSI165215 —— - 1003
s E]
80 &
S
0.8 I
Heo &
0.6 S
04 |[ 40 3
@
02 |- 20 &
S
0 =
S
x oA
¢DL cholesterol
864 GWAS hits
Cfohn's disease omitted
Bone mineral density (spine)

CARMIL1—= ABT1—> <-ZNF184 PGBD1—> OR2J1—> <-HCG4B
o ' " ' v i

SCGN— BTN1Al1—> LINC01012—> <-LINC01623 <-HCG4 MIR6891—>

<~NIRM M\C‘A% PP‘II'Z% <~T»IAP1 <-BAK1
{

MSI;IS% HLA-DQA2—> <-IP6K3

<HISTIH2AA  <HISTIH2B) <-TOB2P1 <-OR2B3 HLA-A—> TUBB-> HCP5— RNF5—> BRD2—> <MLN
HISTIH2BA—>  HISTIH2AG—> ZSCAN9— OR2J3—> HCG9—> <FLOTL MICB— <C6orfl0 <RXRB 290 genes
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Visceral adipoge tissue/subcutanedus adipose tissue ratio

Dii —induced asthma Blood levels Gout
<—CFAP46 <~ADGRIA1—A51 UTFTI% <~C.£\LY <~S.PRN CYPE.Elﬁ
<LINC01166 ADGRA1— VENTX— PRAP1— SCART1—> <-SYCEl
i Crihany . 3 e Ch
<-LINCO01167 KNDC1—> ZNF511—= MTG1—=> <-SPRNP1
v g 0 (=] B
UNCO&l(SS*) GM\R’ZOZHG <~Fl.JOM <~FRIG2B
‘*MI‘RZDZ ‘*E%Hsl
<-ADAM8 <-MIR3944
- b
<-TUBGCP2
L)
PAOX—
-
T T T T 1
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Position on chr10 (Mb)
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Systemic lupus erylhema{osus

Visceral adipose tissue/subcutanegus adipose tissue ratio

Di duced asthma Blood levels Gout
<CFAP46 < ADGRA1-AS1 UTF1-> <CALY <SPRN CYP2El—>
o v ' 4 . "
< LINCO1166 ADGRAL—>  VENTX—> PRAP1—> SCART1-> <SYCEL
<-LINC01167 KNDC1—>  ZNF511-> MTG1-> <SPRNP1
g e . s v
LINCOL168—> <MIR202HG  <FYOM <FRG28
<MIR202  <ECHS1
<ADAMS PAOX—>
= -
<TUBGCP2
——
<~ MIR3944
[ T T T 1
134.8 135 135.2 135.4 135.6
Position on chr10 (Mb)
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Visceral adipoge tissue/subcutanedus adipose tissue ratio
induced asthma Blood levels Gout
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Y v ' 4 . "
< LINC01166 ADGRA1—  VENTX—> PRAP1—> SCART1-> <-SYCEL
= i n ) wa =
<LINC01167 KNDC1—>  ZNF511-> MTG1l-> <SPRNP1
i e w w v
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- 4
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T T T T 1
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Systemic lupus erymema{osus J was his
Visceral adipoge tissue/subcutanegus adipose tissue ratio omitted
duced asthma Blood levels _ Gout
<—CFAP46 eADGRIAl—Asl UTFI1*> <~CHALY GS.PRN C‘(P>2"E1*>
<LINC01166 ADGRA1—> VENTX— PRAP1—> SCART1—> <SYCE1
ey SRA 7 X gy 4
<LINCO01167 KNDC1—> ZNF511—= MTG1—> <-SPRNP1
; NBSLS 3 =4 B
LINCC&lSS% eMIRIZOZHG <~Fl.JOM <~FRIGZB
‘*MI‘RZDZ ‘*E%HSI
<-ADAM8 PAOX —=
- 3
<-TUBGCP2
—
<~M|F‘€3944
T T T T 1
134.8 135 135.2 135.4 135.6
Position on chr10 (Mb)
| 1s2304912 2 | 100

(QN/WOD) 8rel UoIRUIGWI0dDY

x
extreme) Obesity 5 GWAS hits
Bone mineral density (paediatric, skull) omitted
Bone mineral density sk
ANO3—> FIBIN—>  <-BBOX1-AS1 <-ccDe34 <LIN7C
[Sa s e ' —— Wi -
<SLC5A12 BBOX1—> <LGR4 BDNF-AS—
LOC105376671—>
< MIR8087
[ T T T 1
26.8 27 27.2 27.4 276
Position on chrll (Mb)
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Birth length Neuroblastoma IgA nephropathy Gput omitted
to abacavir treatment in HIV-
API5—> MIR670—> HSD17B12—> Cllorf96—> ACCSL—> ~ALX4
P l \ - e
TTC17—> MIR670HG— ALKBH3—> ACCS—>
b el v
MIR129-2—> SEC14L1P1-> EXT2—>
<ALKBH3-AS1
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T T T T 1
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10 GWAS hits
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LOC494141— GTF2H1—>  LDHAL6A—=> <-SPTY2D1 <-PTPN5
0 i=a = - w——i
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o 1 W w

<SAA4 LDHC— <-UEVLD <IGSF22
" —n et —
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S/—Vzlﬁ

18

T T T 1
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Position on chrll (Mb)
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Bone mineral density (paediatric, skull)
Bone mineral density. sk
ANO3—> FIBIN—> <-BBOX1-AS1 <-CCDC34 <-LIN7C
Al e ' — 0 W -
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[ T T T 1
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Response to abacavir treatment in HIV-
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Hemosla(l%\ factorg and hematological phenoty .
Body mass index Systemic lupus erythematosus omitted
HDL id levels (plasma)
| LOC101028894—>  TRIM49B—> <-OR4A5 TRIM48—> <ORSM3 <YPEL4
CREB3L1—> OR4Bl—> LOCA440040—> OR4C46—~> <TRIM51HP  OR9G9—>  OR9Q1—>
DGKZ-> <FNBP4 < TRIM6AC OR4AL6—> <-ORSM1 TM)2—>
MIR4688->  PTPRI—> OR4C13—> OR4ALS—> ORIGL—> OR6QL=> 115 qonoq
MDK—> <MTCH2 <FQLH1 OR4C15S—> ORSAK2—> <LPXN  omitted
<-CHRM4  MIR3161—~ <-OR4C12 OR4C16—>  OR5AK4P—>
<AMBRAL  OR4X2—> <-L0C441601 <-OR4C1l  LRRC55—>
<MIR3160-1 OR4S1-> LOC646813—> OR4P4—> <APLNR
T T T T T 1
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Position on chrll (Mb)
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HIV-1 viral setpoint Post bronchodilgtor FEV1

38 GWAS hits
holipid levels (plasma) Post bronchpdilator FEV1 omitted

levels (plasma) Post FEV1
FADS2—> <—FTH1 INCENP —= SCGB2A2—> SCGB1A1—> <EEF1G <-LBHD1 TAF6L—>
prra [ e v W = m i
<FADS3 SCGB1D1—> ASRGL1-—> <-AHNAK <MTA2 GBE‘CLZ <-NXF1

— w Pl A A ) - -
<MIR6746 SCGB2A1— <MIR3654 UQCC3— MIR6748—
<*RA“E«.’:HLl SCGBIlDZ% <~MII‘?6747 <~UE.SXN1 <*MIR‘6514 12 genes
BEST1—> <-SCGB1D4 <TUT1 <LRRN4CL <STX5 omitted
- v wh ' (A
<EML3 GNG3—
- v
ROM1—= TTC9C—
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[ T T T 1
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Position on chrll (Mb)
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7 GWAS hits
Visceral fat omitted
Conotruncal heart defects
<—EEF1G GNG3— <-NXF1 <-CHRM1 <-SLC22A24 SLC22A10— <HRASLS5
b v - = fararae) o -
<=TUT1 =<-BSCL2 <STX5 <=SLC22A6 <-SLC22A25 SLC22A9—> LGALS12—>
wn e =4 - P e -
<-MTA2 <-HNRNPUL2 <-SNHG1 <-SLC22A8 RARRES3—>
- - . wi b
‘*E-ML3 TTCEC‘* ‘*WEFUA ‘*HF\‘@SLSZ 20 genes
ROM1—> <ZBTB3 SLC3A2—> <PLA2G16 omitted
' g e ==
<-B3GAT3 POLR2G—=
Ll W
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<7II\LTSS TMEMI17QB~>
T T T T 1
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Hemostan%‘lac(or and hematological phenotyl 70 GWAS hits
Body mass index| Systemic lupus erytheratosus omitted
HDL P levels (plasma)
LOC101928894—>  TRIM49B—> <OR4AS TRIM48—> <ORSM3 < YPEL4
CREB3L1—> OR4B1-> LOC440040— OR4C46—> <TRIM51HP  OR9G9—>  OR9QL—>
DGKZ—> <FNBP4 < TRIMGAC ORAAL6— <-ORSM1 TMY2—>
MIR4688—>  PTPRI—> OR4C13—> OR4AIS—>  OR9GLI—>  ORQL=> 115 qoneg
MDK—> <MTCH2 <FQLH1 OR4C15—> OR5AK2— <-LPXN  omitted
<-CHRM4  MIR3161—~ <-OR4C12 OR4C16—  ORS5AK4P—>
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7 GWAS hits
Visceral fat omitted
Conotruncal heart defects
<EEFIG GNG3— <NXF1  <CHRM1 <~SLC22A24 SLC22A10— <HRASLS5
b v - - ety Y s
<TUTL <BSCL2  <STX5 <SLC22A6 <SLC22A25 SLC22A9—> LGALS12—>
<-MTA2 <HNRNPUL2  <SNHG1 <SLC22A8 RARRES3—>
—EML3 TTCYC—> < WDR74 <HRASLS2 50 genes
ROM1—> <ZBTB3  SLC3A2—> <PLA2G16  omitted
' ' Frm e
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—log;o(p-value)
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=
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(QA/WD) YRl UORRUIGIodDY

25 GWAS hits
topic dermatitis omitted
Acne (severe)

<EHDL  ARL2—> VPS51—> CAPN1—> CDC42EP2—> NEAT1-> SCYL1—> PCNX3-> KAT5—> SNX32—>
<MIR194-2HG ~ <-CDCAS SLC22A20—> DPF2—> MIR612—> <-LTBP3  SIPAl—> < AP5BL
. " [ v 1 L) . -
<MIR192  SNX15—> <-FAU POLA2->  FRMD8-> MALAT1—> MIR4690—> <~MIR1234
] e i =] s - b )
<MIR194-2 ZFPL1—> TIGD3~> <TALAM1 MIR4489—> ovoLi-> 12 genes
<ATG2A MIR6879—>  <SYVN1 <SLC25A45  MASCRNA—> <RELA  <OVOL1-AS1 omitted
<MIR6750  SAC3D1-> SPDYC—~ <SSSCAL-AS1  <-RNASEH2C  <-CFL1
<MIR6749  <-NAALADL1 SSSCAL—> MUSBL>
PPP2RSB—> < TMEM262 FAMB9B—> < EFEMP2,

T T T T 1

64.8 65 65.2 65.4 65.6

Position on chrll (Mb)

dimethylmalonic acid

rs2509709 —

T 0
Serum metabolite levels QRS duration
Metabolite levels (lipid measures)
Non-response to or and
KDM2A — SSH3—> CARNS1-> <-CABP2 <-NUDT8 ~<-FAMB6C2P <-UNC93B1
o Diwm - 0 ' " '
GRK2—> <-CLCF1 AlP—> GSTP1—> ALDFJ.S‘Blﬁ
ANKRD13D—  RPS6KB2—> <-Cllorf72 NDUFS8—
LOC100130987—> <—PITPNM1 NDUFV1-> MIR7113—>
—t - . i
eP(zLDl‘l <GPR152 <-DOC2GP MIR4691—>
' v )
RAD9A—~ ‘*CD}fZAPZ <TBX10 TCIRG1—
<PPP1CA <ACY3 MIR6753—
. b i
TBC1D10C—> <-ALDH3B2 <-CHKA
" =) e
[ T T T 1
67 67.2 67.4 67.6 67.8

Position on chrll (Mb)
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Serum metabolite levels
Metabolite levels (lipid meagures)
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QRS duration

Position on chrll (Mb)

Non-response to or escil and
KDM2A — SSH3—= CARNS1— GSTP1— <FAMB6C2P <-UNC93B1
o me 0 ' o i
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Non-response to ci or and
~PC SYT12—> KDM2A—> SSH3—>  CARNS1-> <CABP2 <-NUDT8 < FAMB6C2P
< MIR3163 RHOD— GRK2—> <CLCF1 AP—  GSTP1—>
i =4 B ) " .
Cliorfgs—> ANKRD13D—>  RPSEKB2—> <Cllorf72
MIRG860—> LOC100130987—>  <-PITENML NDUFV1~> 5 genes
<-POLD4 <GPR152 <DbOc2GP omitted
RADOA—> <-CDK2AP2 < TBX10
. v -
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. w
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T T T T 1
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Fome m - ' " i
GRK2-> <CLCF1 AP—>  <Cliorf72 ALDH3B1—>
ANKRD13D—>  RPS6KB2—> NDUFV1—> NDUFS8—
LOC100130987—> <-PITPNM1 <-DOC2GP MIR7113—> 5 genes
<PQLD4 < GPRI52 <NyDT8 MIR4691— omitted
RADIA—> <CDK2AP2  <TBX10 TCIRG1—>
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67 67.2 67.4 67.6 67.8
Position on chrll (Mb)
FY
30 r525g1032 r— 100 8
3
25 — o
5
20 S
o
15 >
10 g
N S
: z
0 £
w T =
Serum metabolite levels QRS duration
Metabolite levels (lipid measures)
Non-respt to cif or and
KDM2A— SSH3—>  CARNS1—> GSTP1—> < FAMB6C2P <UNC93B1
Foliime - ' w i
GRK2—> <-CLCF1 AlP—  <Cllorf72 ALDH3B1—>
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= w . "
LOC100130987— <-PITPNM1 <-DOC2GP MIR7113—> 5 genes
~PQLD4 < GPRI52 <NyDT8 MIR4691—> omitted
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teral sclerosii Heschl's gyrug morphology 4 GWAS hits
‘White blood cell types HIV-1|control omitted

se to taxane treatment Post FEV1/FVC ratio
FOLH1B— TRIM53AP—> NAALAD2—> < MIR4490 ~MIR1261

e " H e ) )
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[ - -
<TRIMA9  TRIMB4—> DISC1FP1—>
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T T T T T T T 1
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Response to angiotensin Il receptor blocker lh%rapy
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Blood metabolite ratios omitted
Obesity (early onset extreme)
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TPP2—> <-CCDC168 ERCC5—> <SLC10A2 LINC01309—>
e - ey wh 0
<METTL21C BIVM >
<TEX30 METTL21EP—>
" ]
<KDELC1
e
BIVM-ERCC5—>
T T T T 1
103.4 103.6 103.8 104 104.2
Position on chr13 (Mb)
f .
2'-deoxyguanosine
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Y 0.8
10 + ® 06
[5) 04
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0
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Immune response oneaslesfmumpsfrubella vaccine
Response to antipsychotic th¢rapy (extrapyramidal side effects)
Interferon alpha levels in systemic lupus er Nose
OR4KIS—>  OR4NS—> <TIC5 <TEP1 PNP—> <RNASELl ANG—> RNASE6—> RNASE3—>
OR4Q2—> OR4K17—> OR11H6—> <RPPHL < OSGEP \/ 1 ECRP—
<OR4K14 OR11G2-> <-CCNBLIP1 APEX1-> LOC254028—> EDDM3A—> RNASE2—>
) g " 4 ™ v |
<-ORaK13 ORIIH7—>  PARP2—> <TMEMS58 <-RNASE12 EDDM3B—>
OR4L1—> OR11H4—> <KLHL33 <-OR6S1
< SNORAT9B RNASE10->
<SNORD126
[ T T T 1
20.6 20.8 21 21.2 21.4
Position on chrl4 (Mb)
12 153759646 2ol

T T
Orofacial clefts Alzheimer‘s/F:iisease (late onset)

Smooth-jsurface caries Prostate cancer

tion in cruzi
PTGER2—> <-TXNDC16 <-ERO1A <-GNPNAT1 <-FERMT2 <-DDHD1
=1 e [t - 1 —————
GPR137C—> PSI\’A»SG% LOC101227620$
STYX—>
i
T T T T 1
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Position on chrl4 (Mb)
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omitted
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Rheumatdid arthritis Protein biomarker

Parkinson's disease

Morning vs. evening chrof

4 GWAS hits
omitted

al caries Obesity-related traits
&E')KNB‘* SAMD4A— <-GCH1 <WDHD1 LGA»L-S3‘> FBXO34—>
<-CNIH1 <-MIR4308 SOCs4— <-DLGAPS < ATG14
h h a ey =4
<-GMFB MAPK1IP1L—>
= e |
CGF’Q_B'EI%
T T T T 1
55 55.2 55.4 55.6 55.8

Position on chr14 (Mb)
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Coronary artel ca\ciﬁcaﬂo% Common traits (Other) HeTgm
6 GWAS hits
Blood metabolite ratios Height omitted
Bipolar disorder with d- psychosis
RGS6—=> DCAF4—> PSEN1-> <-L0C101928143 MIR4505—> <-ENTPDS VSX2—=> <-NPC2
- = ' i - & "
<DPF3 RBM25—> <-NUMB ~ ACOT2—> PTGR2—> LINS2—> VRTN—>  <-LTBP2
ey ———— w - — " m_——;
<ZEYVEL PAPLN—>  <—HEATR4  <-LOC100506498 <-ABCD4 ISCA2—>
<~LOC1(?1928123 ACO;I'14> ZNF-4=04> <*SYI\'I_‘DIGlL 2 genes
R|D>I(1*> ePV\{MAl eFAM161B <~M|I‘34709 omitted
ACOIT4‘> COQG‘* ‘*AF\‘ELII
ACOT6— BBOF1—
' e
DNAL1-> <=ALDH6A1
en -
[ T T 1
735 74 745 75
Position on chr14 (Mb)
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Coronary artel calclflcal\c"lﬁ Common traits (Other) Helght
6 GWAS hits
protein levels Blood metabolite ratios Height omitted
Bipolar disorder with mood-incongruent psychosis
RGS6— DCAF4— PSEN1— <-L0OC101928143 MIR4505—> <—ENTPDS VSX2— <NPC2
) o = v i - W "
~<-DPF3 RBM25— <-NUMB ACOT2—> PTGR2—> LIN5S2—>  VRTN-—> <-LTBP2
gt et w - — " i
<-ZFYVE1 PAPLN—> <-HEATR4  <-LOC100506498 <-ABCD4 ISCA2—>
——t _1 fioal) " - f
‘*LOC]EE1928123 ACO;I'I* ZNF-L:&U* ‘*SYI\.I_‘DIGIL 2 genes
RIO{(l" <*Pl\fMAl <*FAI\‘IlfilB <~MII‘24709 omitted
ACOT4—> COQ6—= <-AREL1
' 1 ]
ACOITS*> BB%]*
DNAL1— <—ALDHB6A1
o -
T T T 1
735 74 745 75

Position on chr14 (Mb)
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Rheumal%}d arthritis Protein biomarker
4 GWAS hits
Parkinson's disease Morning vs. evening chronotype omitted
ion (forced expiratory flow between 25% and 75% of forced vital capacity)
<-GMFB SAMDA4A—= <-GCH1 <-WDHD1 LGALS3—> FBXO34—> <-TBPL2
- PEasiit P ] — o
CGRRF1—> ~<-MIR4308 SOCS4-=> <-DLGAPS5 <-ATG14
VA h wa vy A
MAPK’_I‘\.PIL*)
T T T T 1
55 56.2 55.4 56.6 55.8
Position on chrl4 (Mb)
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Fy
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Coronary artel calcmca(io;F Common traits (Other) HeTgh(
6 GWAS hits.
protein levels Blood metabolite ratios Height omitted
Bipolar disorder with mood: psychosis
RGS6—> DCAF4—> PSEN1-> <-L0C101928143 MIR4505—> <—ENTPDS VSX2—> <NPC2
po - =) ' i -—n & ]
<DPF3 RBM25—> <NUMB  ACOT2—> PTGR2—> LINS2—> VRTN—>  <-LTBP2
e ———— g " — " i
<ZEYVEL PAPLN— < HEATR4 < LOC100506498 <ABCD4 ISCA2—>
<~LOC1(?1928123 ACOIT14> ZNF-4204> <*SYV\'I_{D\GlL 2 genes
R\O>I(1*> <~PV\fMA1 eFAMlGlB GM\I‘?4709 omitted
ACOITA* CO?S* ‘*ARELII
ACOT6— BBOF1—
' i
DNAL1-> <-ALDH6A1
[ -
[ T T 1
735 74 745 75
Position on chr14 (Mb)
Py
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Coronary arte calmﬂca{lo$ Common traits (Other) Hejght
6 GWAS hits,
Blood metabolite ratios Height omitted
Bipolar disorder with mood-i psychosis
RGS6— DCAF4— PSEN1-> <-10C101928143 MIR4505—> <-ENTPDS VSX2—> <NPC2
o = v i - W "
<-DPF3 RBM25—> <-NUMB  ACOT2—> PTGR2—> LINS2—> VRTN—> <-LTBP2
T - w - — " e
<ZFYVE1 PAPLN—> <-HEATR4  <-LOC100506498 <-ABCD4 ISCA2—>
et - e W - v
‘*LOCIUIIQZBIZS ACOnTl* ZNF‘)&O‘* ‘*SW\.I_‘DIGIL 2 genes
RIO)I<14> <~PI\fMA1 <~FAM1615 <*MIF‘U‘WOS omitted
ACOIT44> CO?G% <~AREL1.
ACOITG% EBgﬁl%
DNAL1—> <-ALDHB6A1
[ -
T T T 1
735 74 745 75

Position on chrl4 (Mb)
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Coronary artel calcificaﬂa% Common traits (Other) Helght
protein levels Blood metabolite ratios Height
Bipolar disorder with mood-incongruent psychosis
.‘RGS6*> DC/.\‘F4*> PSEN1—> <~LOC10I1928143 M\R4;’)05*> eEwDS VSi(JZ% eNfCZ
<-DPF3 RBM25— <NUMB  ACOT2— PTGR2—> LINS2—  VRTN—> <LTBP2
e et w - [ " e
<-ZFYVE1l PAPLN—> <-HEATR4  <-LOC100506498 <-ABCD4 ISCA2—>
. ) o W - f
<-LOC101928123  ACOT1-> ZNF410—> <-SYNDIG1L
' W o 5]
RIO%(I‘* ‘*Pl\fMAl ‘*FAI‘IlGlE ‘*MIF‘QIWOQ
ACOT4—> CO?G" <-AREL1
' ]
ACOT6—> BBOF1—=>
' e
DNAL1—> < ALDH6AL
e -
T T T 1
735 74 74.5 75

X — 24588

Position on chr14 (Mb)

isocaproylglutamine
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Coronary artel calcificauc‘lnﬁ Common traits (Other) He‘{‘ght
protein levels Blood metabolite ratios Height
Bipolar disorder with mood-incongruent psychosis
RGS6—> DCAF4—>  PSEN1—> <-LOC101928143 MIR4505—> <-ENTPD5 vsx2—  <NPC2
) . =] ' i - W "
<-DPF3 RBM“‘Z.‘S*) <NUMB ACO.TZ% PT(EBZ% LINS2—> VRTNN% <LTBP2
< ZEYVEL PAPLN—  <-HEATR4 <-LOC100506498 <ABCD4 ISCA2—>
<-L0OC101928123  ACOT1-> ZNF410— <-SYNDIG1L
' W o ]
RIO)I(I% ePl\fMAl eFAl‘IlGlB <~MII‘24709
ACOIT4‘> CO?G‘* ‘*AF\‘ELII
ACOTE—> BBOF1-—>
' e
DNAL1—> ~<-ALDH6A1
i -
[ T T 1
735 74 745 75
Position on chr14 (Mb)
glucuronide of C10H1802 (12)*
12 rs1162697 5
10 | e '
8 - () 0.8
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Coronary artel calclflcal\c"lﬁ Common traits (Other) Helght
protein levels Blood metabolite ratios Height
Bipolar disorder with mood-incongruent psychosis
RGS6—> DCAF4—  PSENL—> <LOC101928143 MIR4505—> < ENTPDS VSX2—  <NPC2
) . =) ' i - W "
~<-DPF3 RBM25— <-NUMB ACOT2—> PTGR2—> LIN5S2—>  VRTN-—> <-LTBP2
gt et w - — " i
<-ZFYVE1 PAPLN—> <-HEATR4  <-LOC100506498 <-ABCD4 ISCA2—>
.t ) fioal) " - f
‘*LOC]EE1928123 ACO;I'I* ZNF-L:&U* ‘*SYI\.I_‘DIGIL
RIOZ(l" <*Pl\fMAl <*FAI\‘IlGlB <~MII?4709
ACOT4—> COQ6—= <-AREL1
' 1 ]
ACOITG*> BB%]»
DNAL1— <—ALDHB6A1
o -
T T T 1
735 74 745 75

Position on chr14 (Mb)
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Coronary arte calclﬂcatlo* Common traits (Other) Helght & GWAS hits
rotein levels Blood metabolite ratios Height omitied
Bipolar disorder with mood-—it psychosis
|RGS6—> DCAF4—>  PSENL—> <-LOC101928143 MIR4505—> <ENTPDS vsx2—  <NPC2
<DPF3 RBM25— <NUMB  ACOT2— PTGR2—> LINS2—  VRTN—> <LTBP2
[ A i ————— g - e n [
<ZFYVEL  PAPLN—>  <HEATR4 <LOC100506498 <ABCD4 ISCA2—>
[ [ i) W 0) v
<LOC101928123  ACOT1—> ZNF410—> < SYNDIGIL 2 genes
RIOX1->  <PNMAL <FAM1618 <MIR4709 omitted
ACOT4—> coge—> <AREL1
' .
ACOT6—> BBOF1—>
' i
DNAL1-> <ALDH6AL
T T T 1
735 74 745 75
Position on chr14 (Mb)
nonenedioate (C9:1-DC)*
b
TS61988863 100 8
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02|20 &
S
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Coronary arter calcwficatio$ Common traits (Other) He‘{‘ght
6 GWAS hits.
Blood metabolite ratios Height omitted
Bipolar disorder with mood: psychosis
RGS6—> DCAF4—>  PSEN1-> <-LOC101928143 MIR4505—> <-ENTPD5 VSX2—>  <NPC2
e = v i - W "
<DPF3 RBM25—> <NUMB ~ACOT2— PTGR2—> LIN52—>  VRTN-> <LTBP2
<ZEYVEL PAPLN—  <HEATR4 < LOC100506498 <ABCD4 ISCA2—
<LOC101928123  ACOT1—> ZNF410—> < SYNDIGIL 2 genes
RIOX1—> <PNMAL <FAM1618 <MIR4709 omitted
ACOT4~> CoQ6—~ <ARELL
ACOT6— BBOF1—>
' e
DNAL1—> < ALDH6AL
[ -
[ T T 1
735 74 745 75
Position on chr14 (Mb)
2 1512887044 [ 100
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o
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o
40 3z
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K
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Height
8 GWAS hits,
Caffeine consunpption Crohn'sd| omitted
Non-small cell lung cancer
< ABCD4 <~NPC2 <AREL1  YLPM1—> DLST—>  EIF2B2—> <-NEK9 FOS—>
™ b - e - v '
VRIN—>  <MIR4709 FCF1—> <PROX2 <PGF <MLH3  <TMEDI10
v h a " 5 wrnn s
< SYNDIGIL <LTBP2 <RPS6KLL <ACYP1
IscA2—~ ZC2HC1C—
' -
T T T T 1
74.8 75 75.2 75.4 75.6

Position on chrl4 (Mb)
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isocitric lactone

2 r 100
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o
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(Q/ND) YRl UORRUIGIoIDY
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Bone mineral density Breast cancer N
3 GWAS hits
Anxiety disorder Post bronchodilator FEVL i omited
Alzheimer disease and age of onset
~TTC78 ~RPSBKAS Cl4orf159—> <-CCDC88C  <—PPP4R3A <-CATSPERB
[l O T S (AN
LOCIIOS370622~> SNOR/‘NIIB% GG&RGS
T T T T 1
91.2 91.4 91.6 91.8 92
Position on chr14 (Mb)
2 rs12590163 100
J

(QN/WO) 8Yel UoRRUIqWI0daY

7
Rhe{imatoid arthritis

7 GWAS hits.
HDL cholesterol omitted
1aG
Cldorfl80—=  INF2— <-AKT1 CEP170B—~>  <-CDCA4 ~JAG2
w v - =5 - -
<TMEM179 ADSSL1—> PLD4—> <GPR132 <NUDT14
- T - - 0
<-LOC101929634  ZBTB42—> <AHNAK2  LOC102723354—> <-BRF1
. i - " [eae
<MIR4710 LINC00638—> Cl4orf79-> <MIR6765
SIVAL— BTBD6—>
w '
[ T T T 1
104.8 105 105.2 105.4 105.6
Position on chr14 (Mb)
2 151706822 100

(QN/W9) YRl UoRRUIqIoDY
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Renal function and chronic kidney disease

10 GWAS hits
Uric acid levels Obesity-related| omited
Re: to in levels)
B2M—~ TERB2—~ <DyOX2 <LOC101928414  SPATASL1-> SNORA41B—>
LOC100419583 > SORD—> DUOX1—> SLC28A2—> <-GATM  <-SLC30A4 SQOR—>
W i — =4 w— [+ [
TRIMB9— DUOXA2—> C150rf48—> BLOC1S6—>
—— " . s
<-DUOXAL MIR147B—>
<SHF HMGN2P46—>
i i
T T T T 1
45 45.2 45.4 45.6 45.8
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Anxiety disorder
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Bone mineral density

x
Breast cancer
Post bronchodilator FEV1 i

Alzheimer disease and age of onset

<-TTC7B <-RPS6KAS C140rf159 — <-CCDC88C <-PPP4R3A <-CATSPERB
Sliotserr, |, iGSDGHC | ~FRRARGA <GATSPERB)
L09105370622$ SNOR‘AllBﬁ eGLRGB
T T T T 1
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Position on chrl4 (Mb)
isovalerylglutamine
rs96: s —
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& r
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06 L) i
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Schizophrenia

Dehydroepiandrosterone sulphate levels Metabolic traits
Ewing sarcoma Blood ratios
<-GPR176 <-BMF BUB1B—> <-PLCB2 VD= <-C150rf57 <-RAD51-AS1 SPINT1->
b — e - - = v =1
EIF2AK4—> BUB1B-PAK6—>  KNSTRN—> <MRPL42P5 RADS51—> <RHOV
L - v - ' freed v
<SRP14 PAK6— PHGR1-> BAHD1->  RPUSD2-> <-RMDN3 VPS18—>
. ——— " — . - M
SRP14-AS1—> ~<-C150rf56 DISP2—>  CHST14—> KNL1—> GCHFR—=>
e v 9 ' [ u
<-ANKRD63 <-DNAJC17
. e
\NAFIM2‘> ClSOE'GZ‘*
<-C150rf52 ZFYVE19—
- 0
<-PPP1R14D
(5
[ T T T 1
40.4 40.6 40.8 41 41.2
Position on chr15 (Mb)
s2413785 2 r
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Renal function and chronic kidney disease WeTghl

Waist circumfere

— 80

Uric acid levels

Obesity-related traits

LOC100419583—> TERB2—> <-DUOX2 <-L0C101928414  SPATASL1—> BLOC1S6—>
h b . = e 25
TRIM69— SORD—> DUOX1—> SLC’@%Z% <GATM <—SLC30A4 SQOR—>
DUOXA2—> C150rf48— LOC105370802—
% ! il
<-DUOXA1 MIR147B—=
W ;
<-SHF HMGN2P46—
P GNzes
SNORﬁdlB%
T T T T 1
452 45.4 456 458 46
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Renal function and chronic kidney disease Wejght
11 GWAS hits
Walst circumferd o mitted
Uric acid levels Obesity-related traits
LOC100419583 > TERB2—> <~DUOX2 <LOC101928414 ~ SPATASL1—> BLOC1S6—>
u e - — - e
TRIM69—> SORD—> DUOX1—> SLC28A2—> <-GATM  <-SLC30A4 SQOR—>
- i —a " w— e pas i
DUOXA2—> Cisof4g—> LOC105370802—>_
<~DUOXAL MIR147B—
L V
<SHF HMGN2P46—>
b —rrt
SNORA41B—>
T T T T 1
45.2 45.4 45.6 45.8 46
Position on chrl5 (Mb)
succinylcarnitine (C4-DC)
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@

(QN/WOD) 8rel UoIRUIGWI0dDY

T 4~
Mean platelet vol;m Heart failure 5 GWAS hits
HDL cholesterol omitted
Metabolic traits
<MGC15885 MIR190A—> TPM1—> <RPS27L APH1B—> USP3—>

" i [ W [ [l
LACTB— RABSB—~ <CA12 <-USP3-AS1
LOC102723344—~  FBXL22—>

i i
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»

[ T T T 1
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Position on chrl5 (Mb)
' .-
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(QN/W9) YRl UoRRUIqIoDY

Adversg response to

8 GWAS hits
omitted
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/[ Central corneal thickness

I
Bulimia nervosa

(CDCIAAP)
DNM1P41—  SCAND2P— ZNF592— SLC28A1— <L0C642423 MIR7706 =
. v [ S v i
<-GOLGA6LS5P <-WDR73 ALPK3—=> PDESA—= GOLGA6L3—= AKAP13—
- - N ) —_—
<-UBE2Q2P1 <=-NMB
[y "
LINC00933—> <-SEC11A
" —
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2
T T T T 1
85 85.2 85.4 85.6 85.8
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Renal function and chronic kidney disease WeTghl

15 GWAS hits
Waist circumference omitted
Uric acid levels Carotid plague burden (smoki
TERB2—> <DUOX2 <LOC101928414  SPATASL1—> SNORA41B—>  SQOR—>
W - — [~ ] e
SORD— DUOX1-> SLCE&AZ* <GATM <SLC30A4 LOC105370802
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. ) Wi
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- )
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ed e
T T T T 1
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Position on chr15 (Mb)
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Glomerular filtration rate

x
Response to tocilizumab in fheumatoid artl
Red blood cell traits
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Schizophrenia

5 GWAS hits
omitted

glioma.
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[ e
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[ T T T
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25 GWAS hits
Disc degeheration (lumbar) omitted
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' b vt b g " - (R
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i v - ] e - l
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<MIR6859-2 HBQ1—> <-AXIN1 RABLIFIP3—> PIGO—> STUB1—> <-GNG13 omitted
] T i (AR A e v '
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ePON\‘_R3K NHLFSC4*> eWERZA
SNRNP25— RAB40C—= METRN—
" —a D
T T T 1
0.2 0.4 0.6 0.8

Position on chr16 (Mb)



—log;e(p-value)

—log;g(p-value)

—logo(p-value)

3-(3—hydroxyphenyl)propionate

2 rs6497490
*

~ 100

(QW/W9) B¥el uoRRUIqIOIaY

Sch\zoq\hrema

40 GWAS hits
Type 1 dialjetes Schizophrenia omitted
Renal function and chronic kidney disease
<GPR139 <GP2  ACSM5—  <ACSM2B <ACSM1  ACSM3—> LYRM1—>
<umoD ACSM2A—> <THUMPD1  <-DCUNI1D3
4 Privimt - [
<PDILT <ERI2 <~ DNAH3
i hm W
LOC81691—>
T T T T 1
20 20.2 20.4 20.6 20.8
Position on chr16 (Mb)
2 156497490 [ 100
L 4

(QN/WOD) 8rel UoIRUIGWI0dDY

Sch\zo’%‘hrema

40 GWAS hits
Type 1 diafjetes Schizophrenia omitted
Renal function and chronic kidney disease
< GPR139 <GP2 ACSM5— <-ACSM2B <-ACSM1 ACSM3— LYRM1—>

GPRl o S ACSMZB CACML ACSMS 2
FlJ-MOD ACSM2A— eTHliMPDl <-DCUN1D3

<-PDILT <ERI2 < DNAH3

RERlL & el

LOC81691—=
1S
I T T T 1
20 20.2 204 20.6 20.8
Position on chr16 (Mb)
indoleacetoylcarnitine*
2 r 100

rs6497490
L

Scl’\\zothema
Type 1 diajetes Schizophrenia

Renal function and chronic kidney disease

(QN/ND) YRl UORRUIGIoIDY

40 GWAS hits
omitted

<-GPR139 <GP2 ACSM5— <-ACSM2B <-ACSM1 ACSM3— LYRM1—>

— v CC e i o (0

<-UMOD ACSM2A— <-THUMPD1 <-DCUN1D3

o) Prtm - -
<-PDILT 955\2 <-DNAH3
LOC81691—
[y
T T T T 1
20 20.2 20.4 20.6 20.8

Position on chr16 (Mb)

~log;o(p-value)

—log,o(p-value)

—log;o(p-value)

indoleacetylglutamine

100 — r

rs6497490
*

Schlzu,q\hrenla
Type 1 diatletes Schizophrenia

Renal function and chronic kidney disease

<-GPR139 <GP2 ACSM5— <-ACSM2B <-ACSM1 ACSM3— LYRM1—=
— v e ot ——- e —.
<-UMOD ACSM2A—= <-THUMPD1 <-DCUN1D3
o e - i
<-PDILT <ERI2 <-DNAH3
i [y W
LOC81691—>
T T T T 1
20.2 20.4 20.6 20.8

20

Position on chrl6 (Mb)

indoleacetylglycine

30

rs6497490
L 4

Schizo,q\hrenia
Type 1 diatjetes Schizophrenia

Renal function and chronic kidney disease

<-GPR139 <GP2 ACSM5— <-ACSM2B <-ACSM1 ACSM3— LYRM1—>

i) ) o PR was L T s

<*U.MOD AC%A** FTHl._lIMPDl <-DCUN1D3
<PDILT <ERI2 <DNAH3
ik 58 sl

LOC81691—=
Sam
I T T T 1
20 20.2 204 20.6 20.8
Position on chrl6 (Mb)
H *
glucuronide of CL0H1802 (10)
151060634 s

Schizophrenia

Type 1 diajetes Schizophrenia

Renal function and chronic kidney disease

<-GPR139 <GP2 ACSM5— <-ACSM2B <-ACSM1 ACSM3— LYRM1—=
— - 2 e - e .
<-UMOD ACSM2A—= <-THUMPD1 <-DCUN1D3
. e - i
<-PDILT e’_E*EIZ <-DNAH3
LOC81691—
[
T T T T 1
20.2 20.4 20.6 20.8

20

Position on chr16 (Mb)

— 100

(QN/D) BTl UoneUIgWoaY

40 GWAS hits
omitted

— 100

(Qn/wo) evel uoneuIqUIoday

40 GWAS hits
omitted

100

(QW/ND) 81el UoneuIqWoday

39 GWAS hits
omitted



—log;e(p-value)

—log;o(p-value)

—log,(p-value)

4-hydroxyphenylacetylglutamine

1163274

Type 1 diatfetes

Schlzoq\hrenla

Schizophrenia

Renal function and chronic kidney disease

Immune reponse to smallpox

<GP2 ACSM5— <ACSM2B <-ACSM1 ACSM3— LYRM1—= TMEM159—
- e - - o — .
<-UMOD ACSM2A—= <-THUMPD1 <-DCUN1D3

) s - i
<-PDILT <—ERI2 <-DNAH3
i [y
LOC81691—>
T T T T 1
20.2 20.4 20.6 20.8 21

Position on chr16 (Mb)

X -12714

1S151228
@O o

Body mgss index

Type 1 diabetes

Body mass index

Type 1 diabetes Obesity
<-GSG1L SBK1-> <EIF3CL ATXN2L—=  CD19—>
] —a e - O
<XPO6 <NPIPB6 <CLN3 SGF29—> NPIPB9—> SH2B1-—> SPNS1—>
[LETTA e o ) el v == -
<-EIF3C <TUFM  NFATC2IP—
—.— —aee . we
, <MIR6862-1 , <*MIR‘4721 MIR4‘5174>
<MIR6862-2 ATP2A1—>  LAT—>
! ! s "
APO.BF\“* ‘*Sl.ll:;l'lAl ‘*ATPZ.AI*ASI
<IL27 <-SULT1A2 <RABEP2
w w )
<-NUPR1  NPIPB8—>
' [
[ T T T 1
28.2 28.4 28.6 28.8 29

Position on chr16 (Mb)

X — 13846

TST51228
oo ©

Body mgss index

Type 1 diabetes Body mass index
Type 1 diabetes Obesity
<~ GSGI1L SBK1— <EIF3CL ATXN2L—= CD19—
[y —a e - 0
<XPO6 <NPIPB6 <-CLN3 SGF29—> NPIPB9—> SH2B1-—> SPNS1—>
[ A L =) — v i~ -
<-EIF3C <TUFM NFATC2IP—>
.— e . wa
, <MIR6862-1 , ‘*MIF‘24721 M|R4‘517‘>
<MIR6862-2 ATP2A1—>  LAT—>
! ! s "
APOBR—> <-SULT1A1 <=ATP2A1-AS1
. = g
el}l;27 GSUI;TIAZ eR/:EEPZ
<NUPR1  NPIPB8—
0 [
T T T T 1
282 28.4 28.6 28.8 29

Position on chr16 (Mb)

~ 100

(QW/W9) B¥el uoRRUIqIOIaY

23 GWAS hits
omitted

Y
100 §
3
80 &
3
60 £
S
40 3
s
20 3
ES
o =2
g
15 GWAS hits
omitted

Py
100§
80 &

3
60 =

S
40 3

@
20 3

S
0 =

()
15 GWAS hits
omitted

—log;g(p-value)

—log;(p-value)

~log;g(p-value)

myo-inositol

30 r

172770483

(aW/wo) a¥es uoneuIqUIOOaY

Brain structure

x
Lupus nephritis in sy;Femic lupus erythematosus
Ejection fraction in Tripanosoma cruzi serppositivity

8 GWAS hits
omitted

Alzheimer's disease (cognitive decline) Blood levels
RBBP6— <-LINC01567 SLC5A11—> LOC554206 = AQP8—
b 9 et ' W
TNRC6A—> <-ARHGAP17 ‘*LCM»II*ASI ‘*ZKE”(':ANZ
LINCD%1754>
LCMT1—>
iy
GLCMII—ASZ
T T T T
24.6 24.8 25 252 25.4

Position on chrl6 (Mb)

X —-17674

b
75193628 1008
3
80 =
3
60 %
5
40 3
T
20 &
S
0 =
=
Body miss index 15 GWAS hits
Type 1 diabetes Body mass index omitted
Type 1 diabetes Obesity
~GSGIL SBK1—> <EIF3CL ATXN2L—  CD19—>
B —a - 0
< XPO6 <NPIPB6 <CLN3 SGF29—> NPIPB9—> SH2B1—>  SPNS1-—>
[ vt =) i+ v = -
<EIF3C <TUFM  NFATC2IP—
w1 [—— . wi
} ~MIR6862-1 } <~MIRA721  MIR4517—>
<MIR6862-2 ATP2A1—>  LAT—>
! ! e "
APOBR—  <-SULT1AL < ATP2A1-AS1
<IL27 <-SULT1A2 <RABEP2
w0 " )
<NUPR1  NPIPB8—
v o
[ T T T 1
28.2 28.4 28.6 28.8 29
Position on chrl6 (Mb)
P
7S193628 - 1008
3
15 + o
5
8
10 S
8
5 | T
» S
=
0 =
=
Body mass index
15 GWAS hits
Type 1 diabetes Body mass index omitted
Type 1 diabetes Obesity
<GSGIL SBK1—> <EIF3CL ATXN2L—>  CD19—
B —a - 0
< XPO6 ~NPIPB6 <CLN3 SGF29—> NPIPB9—> SH2B1—>  SPNS1-—>
Wi i ) S v = -
<EIF3C <TUFM  NFATC2IP—
et - . wi
) < MIR6862-1 ) <MIR4721  MIR4517—>
~MIR6862-2 ATP2A1—>  LAT—>
! ! e "
APOBR—>  <SULTIA1 < ATP2A1-AS1
. = '
<IL27 <SULT1A2 < RABEP2
<NUPRL  NPIPB8—
v o
T T T T 1
28.2 28.4 28.6 28.8 29

Position on chrl6 (Mb)



~log;o(p-value)

—log;o(p-value)

—logo(p-value)

3-hydroxyindolin-2—-one sulfate

Py
TST51228 - 100 3
50 o 0 s
° ~ 80 T
40 3
= 60 =
309 w [} E
@ L 20 3
20 §o 5 0 3
(Y o
10 02 d ° ° 20 g
£
0 ~-0 =
&
Body mdss index P
Type 1 giabetes Body mss index omitted
Type 1 diabetes Obesity
jGSGlL Siﬂﬁl.ﬁ <EIF3CL ATX&ZL* CDlQﬁ
<~ XPO6 <NPIPB6 <CLN3 SGF29— NPIPB9— SH2B1—> SPNS1—
s Al =) Fi) o 2 -
=EIF3C < TUFM NFATC2IP—=
[ e : &
, <-MIR6862-1 , eMIR‘4721 M|R4‘517*>
< MIR6862-2 ATP2A1—>  LAT—
. . 22 .
APOBR—> <=-SULT1A1 < ATP2A1-AS1
§ H 4
<IL27 =SULT1A2 <-RABEP2
. 0 -
<~NLIJPR1 NPIEE&*)
T T T T 1
28.2 28.4 286 28.8 29

Position on chr16 (Mb)

X -12707

rsT

90!

(QW/W9) ¥el uoReUIqIoIaY

Body mfs index

15 GWAS hits
Type 1 diabetes Body mass index omitted
Type 1 diabetes au Obesity
< XPO6 SBK1—> <EIF3CL ATXN2L—>  CD19—>  RRN3P2—>
i 4 —a 3 " am
<NPIPB6 <CLN3  SGF29—> NPIPB9—> SH2B1—>  SPNS1—>
e =) ) v = -
<EIF3C <TUFM  NFATC2IP—
- [— . wa
} ~MIR6862-1 } <MIR4721  MIR4517—>
< MIR6862-2 ATP2A1—>  LAT—>
! ! Lty "
APOBR—>  <-SULT1AL < ATP2AL-ASL
<IL27 <SULT1A2 < RABEP2
] . W
<NUPR1  NPIPB8—>
' o
[ T T T 1
28.2 28.4 28.6 28.8 29
Position on chr16 (Mb)
1511646417 2| 100

(QN/W9) YRl UoRRUIqIoDY

x *
QT mlevvalT Aortic root suzeT
9 GWAS hits
QT interval Blood metabolite ratios omitted
I Epithelial ovarian cancer
0039-113* GIN’S'I!** SETPG** <*SL£'3BA7
<PRSS54 NDRG4—> <GOT2
we e e
<-CNOT1
—————
<~SNC‘JF\‘A46
eSNO‘RAEOA
T T T T 1
58.4 58.6 58.8 59 59.2

Position on chr16 (Mb)

~logso(p-value)

—log;(p-value)

—log;e(p-value)

100

20

furaneol sulfate

o
TSI51232 — 100 8
. El
80 T
H
60 2
E]
F40 3
T
—20 &
£
0 =
<
Body mgss index 15 GWAS hits
Type 1 diabetes Body mass index omitted
Type 1 diabetes Obesity
|<-GsGiL SBKL—> <EIF3CL ATXN2L—>  CD19—>
<XPOB <NPIPB6 <CLN3 SGF29— NPIPB9— SH2B1—>  SPNS1—>
W et ) S 1 == w
<EIF3C <TUFM  NFATC2IP—>
- - . wi
. <MIR6862-1 . <MIR4721  MIR4517—>
<~MIR6862-2 ATP2A1—>  LAT—
. ! o -
APOBR—>  <-SULTIAL < ATP2A1-AS1
. = i
<IL27 <-SULT1A2 <RABEP2
w 0 =
<NUPRL  NPIPB8—>
T T T T 1
28.2 28.4 28.6 28.8 29
Position on chr16 (Mb)
Pl
TS35837227 100 8
. 2 i<}
o r 3
o3 80 &
L4 ° ‘e %e o8 || o 3
é °® e IS 0.6 S
40 3
T
20 o
S
0 =
c
Body mgss index
15 GWAS hits
Type 1 dliabetes Body mass index omitted
Type 1 diabetes Obesity
<~ XPO6 SBK1—> <EIF3CL ATXN2L—>  CD19—> RRN3P2—>
et — - " [
<NPIPB6 <CLN3  SGF29—> NPIPB9—> SH2B1—>  SPNS1->
v ) S o =5 -
<EIF3C <TUFM  NFATC2IP—
- e . Wi
. ~MIR6862-1 . <MIR4721  MIR4517—>
< MIR6862-2 ATP2AL—>  LAT—>
. ! Fty L]
APOBR—  <—SULTIAL <ATP2A1-AS1
. - '
<IL27 <SULT1A2 <RABEP2
w 0 e
<NUPRL  NPIPB8—
v i
[ T T T 1
28.2 28.4 28.6 28.8 29
Position on chrl6 (Mb)
157204324 2 |[ 100

(Q/IND) BTl UoneUIqWOaY

.
QT \nlervalT

QT interval

7
Aortic root size

Blood metabolite ratios

Epithelial ovarian cancer

9 GWAS hits
omitted

<-PRSS54
e

CCB&llS** GIN.§3~>

58.4

SETPG‘* ‘*SL"C.’38A7

NDRG4— =GOT2
- e
<-CNOT1
i
eSNC‘)RA4G

< SNORA50A
i

T T T
58.6 58.8
Position on chr16 (Mb)

59 59.2



~log;o(p-value)

—log;o(p-value)

—log,(p-value)

glutarylcarnitine (C5-DC)

Py
@
20 rS3961283 100 %
80 T
3
60 £
El
40 3
)
20 &
s
0 =
z
* x I =
HDL cholesterol Magnesium levels Ulcerative colitis 18 GWAS hits
HDL cholesterol ponse to treatment in (reasol  omited
HDL HIV-1 viral setpoint
<-RANBP10 <-LCAT DUs2—> <ESRP2 PRMT7-> ZFP90—> CDH3—>
= w [ - aran —a -
TSNAXIP1— <DPEP3 NFATC3— SLC7A6— <-SMPD3 CDH1—>
Ve . W —
<-CENPT <-CTRL =<-DDX28 <MIR6773 MIR7641-2—>
-— ' ' h )
THAFI’11*> eSL-C&ZAl? PLAZ}&IS% 1 gene
NUI.F_Z‘* ‘*D&EPZ ‘*SLC'ZAGOS omitted
EDEA" <*LO(:1(20131303
NRN1L—>
W
PSKH1—>
T T T T 1
68 68.2 68.4 68.6 68.8
Position on chr16 (Mb)
X
20 TSII547019 - 1008
3
15 | =
=Y
10 S
2
5 @
G
ES
0 <
7w * <
spectrum disorder-r¢lated traits Multiple myelu%a (IgH translocation!
5 GWAS hits
Social autistic-like traits Multiple myeloma (IgH translocation) omitted
Red blood cell traits
ZC3H18—> =<-PIEZO1 <-PABPNIL ACSF3—> ZNF778—> LOC101927817 =
[ ——— ' P - 4
IL17IC*> CDII% <-CBFA2T3 LINCO9304*> <-ANKRD11 RPL&CS*)
<CYBA <APRT LOC100129697— LINC02138—=  LOC100287036— SPG7—
<~I\4VD <GALNS CD}_%S" SNORDS‘E% 3 genes
SNAI3-AS1—> TRAPPC2L—> <-SLC22A31 CPNE7—>  omitted
(i . g o
‘*SEAIS LOC101§.927793‘> L00105%71414‘>
<RNF166
-
CTu2—=
-
[ T T T 1
88.8 89 89.2 89.4 89.6
Position on chr16 (Mb)
Py
TSI126464 - 1003
15 3
80 T
3
10 60 5
E]
40 3
@
. b2 5
<
0 0 =
z
0 T -~
Black vs. red hair color Fregkles Tanning
38 GWAS hits
Blond vs. brdwn hair color omitted
Red vs non-red hair color
ACSF3— <ANKRD11 RPL13— SPATA33— <-FANCA TCF25— <-DBNDD1
) . - Ay Cainn b
LINC00304—= LOC101927817—> CPNE7->  CDK10—> SPIRE2—> DEF8—>  <-PRDM7
. — s - s . P
LINC02138—> SPG7—> DPEP1-> ZNF276—> MC1R—> GAS8—>
' [ = e ' o
CD’_I"I“I.S‘* L00100E57036‘> SNORID58‘> ‘*SP&TAZL TUB.E3‘> ‘*UF;AHP 1 gene
<=SLC22A31 <-CHMP1A SNORA119— FAM157B—  omitted
0 - \ W
ZNF778—> <-VPS9D1 ~<-CENPBD1
- = '
LOC105?71414*> VPSQD%—ASI% AFG&\;{.P%
eGASIBfAsl
T T T T 1
89.4 89.6 89.8 90 90.2

Position on chr16 (Mb)

—log;o(p-value)

—log;(p-value)

~log;g(p-value)

20

15

10

15

10

60
50
40
30
20
10

X -=12100

0.8
0.6
0.4
0.2

28611500

&

— 100

— 80

— 60

— 40

— 20

(QN/D) BTl UoneUIgWoaY

fjor depressive disorder

*

Central corneal|thickne
Axial lgngth

Central corneal thij

10 GWAS hits
omitted

<—FBXO31 JPH3— <-SLC7A5 BANP— L|NC0I2182‘>
MAP1LC3B— <-KLHDC4 <-CA5A <-LOC400553

e Py [iraare f

<-ZCCHC14 <-LOC102724467

i H
LOCIUI’_Q»_2<8737*> <~M\F§6775
T T T T 1

87.4 87.6 87.8 88 88.2

N-lactoyl tyrosine

Position on chrl6 (Mb)

Position on chr16 (Mb)

b
75453528 1008
3
80 &
3
7 ~ 60 %
5
—40 3
7 T
20 5
S
-0 =
S
0 T =
Black vs. red hair color Fregkles Tanning
38 GWAS hits
Blond vs. brqwn hair color omitted
Red vs non-red hair color
ACSF3—> ~<-ANKRD11 RPL13—> SPATA33—> <-FANCA TCF25— <-DBNDD1
o O [ el Vainn -
LIN.C00304*> LOC101>_937817*> CPV:I-E]*) CDK-10*> SPIRE2—> DEE% GPE‘_I‘DM7
LINC02138— SPG7—> DPEP1—> ZNF276—> MCIR— GAS8—
CDE}.S" LOC100%870364> SNORIDSB% &SPﬁTAZL TUE'SEG% <*UI}?“AHF’ 2 genes
<~SLC.22A31 <~CH-I\{IP1A SNOR/|\119*> omitted
ZNF’7-78‘> ‘*VP.§9D1 ‘*CEI\:PEDI
LOC105371414— VPS9D1-AS1— AFG3L1P—
v " o
<~GAS|8—A51
[ T T T 1
89.2 89.4 89.6 89.8 90
Position on chrl6 (Mb)
Py
TS164749 - 1008
3
— 80 T
H
b 60 %
4 E]
40 3
7 T
- 20 5
8 g
Lo 2
S
* g
Black vs. red hair color
48 GWAS hits
Fredkles omitted
Blond vs. brown hair color
ZC3H18— <-CBFA2T3 CDH15— SPG7—> ZNF276— DEF8—
W i va - - -
IL17C—> <—PABPNI1L ACSF3—> <-ANKRD11 DPEP1—> SPIRE2—> <-PRDM7
v O 2 ————y ) o b
<-CYBA LOC100129697 - LOC100287036—>  <-CHMP1A TCF25—> FAM157B—>
d H ' - v o
‘*V\ﬂVD LINC09304‘> F\‘PL.13‘> <FANCA ‘*DEL\IDD] 17 genes
SNAI3-AS1—> LINC02138—> SNORD68—> MC1R—= FAM157C—= omitted
Wi i ] 0 W
<=SNAI3 <=SLC22A31 CPNE7—> TUBB3—>
w v - ]
<~RN.F156 ZNF7.7B*> SPAT./§33*> SNOF\‘/‘XIIQ*)
CTL.I2~> LOC105?71414~> CDK.10~> FCEI\IIF'E!DI
T T T 1
89 89.5 90 90.5



—log;e(p-value,

—log,(p-value)

prolylglycine

Position on chrl7 (Mb)

Pl
400 1524734858 - 100 3
— 3
() ~ o
% 300 — 80 g
2
z 60 =
2200 — 3
3 04 EKe s
<] | SO>S
<100 02 ¥ F203
0 ) ~o0 2
z
- ) =
Black vs. red hair color 48 GWAS hits
Freqkles omitted
Blond vs. brown hair color
|ZC3H18—> <CBFA2T3  CDH15-> SPG7—> ZNF276—>  DEE8—>
IL17C—> <-PABPNIL ~ ACSF3— <ANKRD1l DPEP1-> SPIRE2— <-PRDM7
. ' i ——— A o &
<-CYBA  LOC100129697—>  LOC100287036—> ~<CHMP1A  TCF25—> FAMI157B—>
0 W 0 - o =l
<MVD LINC00304-> RPLI3—> <FANCA <DBNDD1 17 genes
SNAI3-AS1—> LINC02138—> SNORD68—> MCIR—> FAM157C—> omitted
<~SNAI3 < SLC22A31 CPNE7—> TUBB3—
W 0 - W
<RNF166 ZNF778— SPATA33—>  SNORA119—>
cTy2—> LOC105371414-> CDK10—>  <CENPBD1
T T T 1
89 89.5 90 90.5
Position on chr16 (Mb)
o
120 TS246045T - 1008
100 Lso &
S
80 D
Heo &
60 3
L a0 5
40 2
20 - 20 5
] s
0 -0 =2
S
* oA
Black vs. red hair color
48 GWAS hits
Fregkles omitted
Blond vs. brown hair color
ZC3H18—> <-CBFA2T3  CDH15—> SPG7—> ZNF276—>  DEF8—>
[ - - ven - -
ILI7C-> <-PABPNIL  ACSF3— <ANKRD1l ~DPEP1—> SPIRE2—> <PRDM?
<CYBA  LOC100129697—> ~ LOC100287036—> < CHMP1A  TCF25-> FAM1S7B—>
~MVD LINC00304 > RPLI3—> <FANCA <-DBNDD1 17 genes
SNAI3-AS1—> LINC02138—> SNORD68—> MCIR—> FAM157C—> omitted
w v ] ' W
<SNAI3 <-SLC22A31 CPNE7—> TUBB3—~>
<RNF166 ZNF778— SPATA33—>  SNORA119—>
cTy2— LOC105371414—> CDK10-> < CENPBD1
T T T l
89 89.5 90 90.5
Position on chr16 (Mb)
Pl
25 TS9913778 100 3
[ 4
20 — ° ! 80 =
5
15 e ® o8Il 60 2
0.6 S
10 ) 20 3
o &OO ®
5 20 o
S
0 0 =
* g
Protein quantitative trait loc| smr'{;ke Hei
33 GWAS hits
Type 1 diabetes Ischemic stroke omitted
levels Height
<ASGR1 SLC2A4—~ TNK1-> <ZBTB4 SENP3—>  <TP53 KDM6B—> GuCY2D—~
0) s - - L] - - £
<DLG4 <YBX2 <PLSCR3 POLR2A—> <FXR2  EFNB3— TMEM88—> ALOX15B—>
ey . W = e [ i -
ACADVL—>  ACAP1—> FGF1l1—> TNFSF12—>  WRAP53—> <NAA38 <ALOX12B
. - - ] b [eah -
<MIR324 <-GPS2  NLGN2—~ TNFSF13—~ DNAH2—> CHD3—~> MIR4314=> 15 sones
<DVL2 <NEURL4 TMEM102-> EIF4A1—> RPL29P2—> SCARNA21-> <ALOXE3  omitted
= - v 3 i h i
<PHF23  KCTR11—>  SLC35G6—> CDE8—> CvB5D1—~> <HES?
< GABARAP < TMEM256 SENP3-EIF4AL—> <L0C284023
<CTDNEPL SPEM1—~> SNORA48—> <KCNAB3
T T T T 1
7.2 7.4 76 7.8 8

~logso(p-value)

cysteinylglycine disulfide*
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.t . e A _—— e - e
FCHOl—>  SLC5A5—>  ARRDC2—> PIK3R2—>  MIR3188—> <-LRRC25 KXD1—>
- — = N i A -
B3GNT3—> MPV17L2—> <-LsM4 SSBP4—> C19orf60—>
(ah ' et Y "
<=INSL3 <RAB3A MIR3189—> <-CRLF1
W " i i
SNOR‘A68‘> LOC102225254‘> <*IS‘.(NAI TMEN.I'SQL‘*
eLOCZZQQGE CRTCl*ﬁ
<KIAA1683
)
I T T T 1
17.8 18 18.2 18.4 18.6
Position on chr19 (Mb)
2 1512975429 [ 100
15 0.8
° © Sen &

*
Colorectal cancerT

Bipolar disorder Urinary metabolites Bone properties (heel)
Red blood cell traits Creatinine levels
ZNF507—=> PDCD5—=> NUDT19—> <=SLC7A9 FAAP24—> GPATCH1—>
e W — Ve " [
<-LOC400684 <-ANKRD27 TDRD12—> <-CEP89 ‘WDR88 >
) [Eer i b [l A i)
DPY19L3—> GSNO‘F\‘ASSB <-RHPN2 LRPST:.
RGSQIE!F'%
T T T T 1
328 33 332 334 336

Position on chr19 (Mb)

(QN/ND) YRl UORRUIGIoIDY

13 GWAS hits
omitted

—log;o(p-value)

—log,o(p-value)

—log;g(p-value)

20

12

70

alpha-CEHC taurine*

rs62107762
Py

— 100

(Q/wo) arel uoneuIqodaY

x
Response tp taxane treatment (placln%
Response to taxane tre

+
Warfarin mairjtenance dose White matter
7 GWAS hits
Acenocoumarol maintenance dosage omitted
Vitamin E levels Platelet count
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ZNF507—=> PDCD5— NUDT19—> <-SLC7A9 FAAP24— GPATCH1—> <-CEBPA
) w i W ] [ = O
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| ZNF507 > PDCD5—>  NUDT19—> <SLC7TA9  FAAP24—  GPATCH1-> < CEBPA
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Vitamin §17 levels Follicule sfimulating hormone 43 GWAS hits
Folate pathway vitamin levels Asthma omitted
Bipolar disorder Post FEV1in COPD
<-CARD8 SYNGR4—> CYTH2—> <FAMS3E FUT2—> <-BCAT2 NUCB1-> <LHB LIN7B—>
e = = - - Y e V "
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