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Supplemental Figure 3: Poisson regression analysis of the cumulative number of ARI at the age of 1, 2, 3, and 4
years and in the respective years alone. Separate models show the association for each T cell repertoire immune
metric (Shannon diversity, Simpson diversity, richness, clonality) in comparison with the effect of having older
siblings, while mutually adjusting within each time frame or year (n=67). Estimates and 95% confidence intervals
are shown.



