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Supplemental Figure 4: Determination of statistical analysis method. (A) To test the similarity between the distributions
of the number of ARl in year 1 as well as years 2-4 and respective immune metric measures, quantil-quantil-plots were
used. (B) The independent variables (clonality, richness, Simpson diversity, Shannon diversity) were plotted against the
respective modelled residuals to assess variance and linearity. (C) The frequency of the number of ARI in year 1 (n=89)
and year 2-4 (n=66) of the LoewenKIDS participants with blood samples and symptom diary data completeness of
>80% is shown.



