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Figure S12. Metabolomic profiling in respective immune subtypes. Box plots showing abundances of
immune-related amino acids and metabolites in LUAD (n=29) (Cold; n=3, Myeloid; n=17, CD8; n=9) and

LUSQ (n=24) (Cold; n=8, Myeloid; n=13, CD8; n=3). ns; not significant. * p<0.05. **P<0.01.



