A

Cellular Processes

KEGG pathway annotation

Genetic Information Processing

Metabolism

Organismal Systems

C

Fatty Acyls [FA]

Glycerolipids [GL]

Glycerophospholipids [GP]

Polyketides [PR]

Prenol Lipids [PR]

Sphingolipids [SP]

Sterols [ST]

37

407

Number of Metabolites

0 20 40 60 80 100
Number of Metabolites
Lipidmaps annotation
1
s
10,
4
12
f
'
s
s

0
1

B
1

3
:
'
1
s
12
3

-

B

T T T
5 10 15

B

Cellular Processes

KEGG pathway annotation

Genetic Information Processing

Metabolism

Organismal Systems

D

Fatty Acyls [FA]

Glycerophospholipids [GP]

Polyketides [PR]

Sterols [ST]

20

42

T T T T T
0 20 40 60 80

Number of Metabolites
Lipidmaps annotation

T T T T
5 10 15 20

Number of Metabolites




Fig S1 Functional enrichment analysis of differentially expressed metabolites. (A) KEGG pathway
enrichment analysis of differential metabolites in ES+. (B) KEGG pathway enrichment analysis of
differential metabolites in ES-. (C) Lipidmaps annotation of differential metabolites in ES+. (D)

Lipidmaps annotation of differential metabolites in ES-. n = 6 for each group.



