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Fig S1 Functional enrichment analysis of differentially expressed metabolites. (A) KEGG pathway 

enrichment analysis of differential metabolites in ES+. (B) KEGG pathway enrichment analysis of 

differential metabolites in ES-. (C) Lipidmaps annotation of differential metabolites in ES+. (D) 

Lipidmaps annotation of differential metabolites in ES-. n = 6 for each group. 

 


