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March 14,
2023]

1st Editorial Decision

March 14, 2023 

Prof. Jian-Hua Liu
South China Agricultural University College of Veterinary Medicine
Wushan,Tianhe District
Guangzhou 
China

Re: Spectrum04727-22 (Emergence of an international high-risk clone Escherichia coli ST410 co-producing NDM-5 and
OXA-181 in food market in China)

Dear Prof. Jian-Hua Liu: 

Thank you for submitting your manuscript to Microbiology Spectrum. When submitting the revised version of your paper, please
provide (1) point-by-point responses to the issues raised by the reviewers as file type "Response to Reviewers," not in your
cover letter, and (2) a PDF file that indicates the changes from the original submission (by highlighting or underlining the
changes) as file type "Marked Up Manuscript - For Review Only". Please use this link to submit your revised manuscript - we
strongly recommend that you submit your paper within the next 60 days or reach out to me. Detailed instructions on submitting
your revised paper are below.

Link Not Available

Below you will find instructions from the Microbiology Spectrum editorial office and comments generated during the review. 

ASM policy requires that data be available to the public upon online posting of the article, so please verify all links to sequence
records, if present, and make sure that each number retrieves the full record of the data. If a new accession number is not linked
or a link is broken, provide production staff with the correct URL for the record. If the accession numbers for new data are not
publicly accessible before the expected online posting of the article, publication of your article may be delayed; please contact
the ASM production staff immediately with the expected release date.

The ASM Journals program strives for constant improvement in our submission and publication process. Please tell us how we
can improve your experience by taking this quick Author Survey.

Sincerely,

Zhangqi Shen

Editor, Microbiology Spectrum

Journals Department
American Society for Microbiology
1752 N St., NW
Washington, DC 20036
E-mail: spectrum@asmusa.org

Reviewer comments:

Reviewer #1 (Comments for the Author):

The present study He et al, describes the detection of ST410 E. coli carrying both blaNDM-5 and blaOXA-181 in the
environment in China. 

Detection of anti-microbial resistant microorganisms in the environment is interesting. However, strains with high similarity of the
core genomes of ST410, IncF1:A1:B49-IncQ1 plasmid carrying blaNDM-5, and IncX3 plasmid carrying blaOXA-181 between the
isolates in this study and clinical strains from other countries have already been described. Even though the authors claim that
the ST410 isolates detected in pork sales environments may originate from human isolates from other countries, most likely from

https://www.surveymonkey.com/r/ASMJournalAuthors


Southeast Asia, the study lacks evidence to suggest for that.

The study would benefit screening the individuals working in the same market (probably too late for that) to show possible
spread to human beings. Is there any data on screening of individuals who worked with or stayed near the find? I.e. meat sellers
or customers who have bought from there? Have the authors examine the farms where the animals come from and see if the
same clone is found there? These attempts would make the study and the conclusions stronger.

It could be relevant to describe the screening process more in detail. Is it part of a general screening of food markets in China? 

Reviewer #2 (Comments for the Author):

Comments for the Author：
He et al. analysed two E. coli ST410 isolates co-producing NDM-5 and OXA-181 from environmental samples in China. The
genetic comparisons have been deposited and similarity have been identified with the ST410 strains mainly from human sources
from other countries. These results are in my opinion interesting in order to obtain better insights in the spread of E. coli ST410
carrying antimicrobial resistance genes. Nevertheless, the manuscript needs some important revision to make it clearer and
allow a complete comprehension. I also suggest that the authors have their manuscript checked by a native English speaker.
Below are my remarks: 

Title: Considering only two ST410 (co-producing NDM-5 and OXA-181) isolates identified in the study, I do not think the title of
the manuscript is proper, especially the word "Emergence". "Genetic comparison" or "Characterization" maybe better. Also on
Line 68, it's better to revise the writing "the first emergence...". 

Abstract: the abstract is difficult to follow and gives not much information that can be interesting for the reader to read this paper.
I suggest to re-write the abstract giving more information so that it will be more attractive to read the whole paper.

About the Vietnamese clinical isolate, no description about its plasmids? 

Line 2, in the title "market" please revised as "markets";
Line 23, please revised the "a farmers' market"; and also double check the manuscript for the description about "food markets"
or "a farmers' market"? Maybe "a local food market" is a better consistent description. 
Line 24, "The present study aimed to characterize the two isolates." I do not think this sentence is proper here. 
Line 26, "conjugation assay" please change as "conjugation assays"
Line 70, "This has provoked our interest given this clone's global spread and potential to infect humans via the food chain."
Please delete this sentence.

Line 108, "in the animal food sales environment"? It is a wrong description, please correct.

Line 74-93, four meropenem-non-susceptible isolates have been sequenced. Three are belonging to ST410. How about the
fourth one? It's better to give a mention of its sequence type during the description. 
And also, only one isolate, GYX208DH4E-2, has been deposited for the WGS by long-read sequencing. "GYX208DH5-2 carried
one (blaNDM-5), and GYX208DH6-1 carried two (blaNDM-5 and blaOXA-181)" only for short-read WGS, suggest to acquire
complete genomes for these two as well. 
Since lacking of the complete genomes of the two strains, it's uneasy to follow the Figure 2. For example, I noticed in the Fig. 2a,
"GYX208DH6-1 contigs" were deposited for comparison with the blaNDM-5-carrying plasmids. Couldn't tell where is the GAPs
happened on the contigs? The same questions for Fig. 2c. It's better to acquire the WGS for the two strains, and then make the
comparison. 

Staff Comments:

Preparing Revision Guidelines
To submit your modified manuscript, log onto the eJP submission site at https://spectrum.msubmit.net/cgi-bin/main.plex. Go to
Author Tasks and click the appropriate manuscript title to begin the revision process. The information that you entered when you
first submitted the paper will be displayed. Please update the information as necessary. Here are a few examples of required
updates that authors must address: 



• Point-by-point responses to the issues raised by the reviewers in a file named "Response to Reviewers," NOT IN YOUR
COVER LETTER. 
• Upload a compare copy of the manuscript (without figures) as a "Marked-Up Manuscript" file. 
• Each figure must be uploaded as a separate file, and any multipanel figures must be assembled into one file.
• Manuscript: A .DOC version of the revised manuscript 
• Figures: Editable, high-resolution, individual figure files are required at revision, TIFF or EPS files are preferred

For complete guidelines on revision requirements, please see the journal Submission and Review Process requirements at
https://journals.asm.org/journal/Spectrum/submission-review-process. Submissions of a paper that does not conform to
Microbiology Spectrum guidelines will delay acceptance of your manuscript. "

Please return the manuscript within 60 days; if you cannot complete the modification within this time period, please contact me. If
you do not wish to modify the manuscript and prefer to submit it to another journal, please notify me of your decision
immediately so that the manuscript may be formally withdrawn from consideration by Microbiology Spectrum. 

If your manuscript is accepted for publication, you will be contacted separately about payment when the proofs are issued;
please follow the instructions in that e-mail. Arrangements for payment must be made before your article is published. For a
complete list of Publication Fees, including supplemental material costs, please visit our website.

Corresponding authors may join or renew ASM membership to obtain discounts on publication fees. Need to upgrade your
membership level? Please contact Customer Service at Service@asmusa.org.

Thank you for submitting your paper to Microbiology Spectrum.

https://www.asmscience.org/Microbiology-Spectrum-FAQ
https://www.asm.org/membership


Response to Reviewers 
 
Reviewer comments: 
  
Reviewer #1 (Comments for the Author): 
  
The present study He et al, describes the detection of ST410 E. coli carrying both 
blaNDM-5 and blaOXA-181 in the environment in China. 
  
Detection of anti-microbial resistant microorganisms in the environment is interesting. 
However, strains with high similarity of the core genomes of ST410, 
IncF1:A1:B49-IncQ1 plasmid carrying blaNDM-5, and IncX3 plasmid carrying 
blaOXA-181 between the isolates in this study and clinical strains from other 
countries have already been described. Even though the authors claim that the ST410 
isolates detected in pork sales environments may originate from human isolates from 
other countries, most likely from Southeast Asia, the study lacks evidence to suggest 
for that. 
  
The study would benefit screening the individuals working in the same market 
(probably too late for that) to show possible spread to human beings. Is there any data 
on screening of individuals who worked with or stayed near the find? I.e. meat sellers 
or customers who have bought from there? Have the authors examine the farms where 
the animals come from and see if the same clone is found there? These attempts 
would make the study and the conclusions stronger. 
Answer: We agree with the reviewer. However, since meat sellers and customers were 
unwilling to cooperate with us, there was no data on them. And since we could not 
trace the origin of the meat-producing animals, we did not examine the farms where 
the animals come from.  
 
It could be relevant to describe the screening process more in detail. Is it part of a 
general screening of food markets in China? 
Answer: Yes, it is part of our routine screening of food markets in Guangzhou, China. 
We have described this clearer in the manuscript (Lines 76-78). 
  
  
Reviewer #2 (Comments for the Author): 
  
Comments for the Author： 
He et al. analysed two E. coli ST410 isolates co-producing NDM-5 and OXA-181 
from environmental samples in China. The genetic comparisons have been deposited 
and similarity have been identified with the ST410 strains mainly from human 
sources from other countries. These results are in my opinion interesting in order to 
obtain better insights in the spread of E. coli ST410 carrying antimicrobial resistance 
genes. Nevertheless, the manuscript needs some important revision to make it clearer 



and allow a complete comprehension. I also suggest that the authors have their 
manuscript checked by a native English speaker. Below are my remarks: 
Answer: The manuscript has been carefully revised to make it clearer and more 
comprehensible, and the manuscript has been checked by a native English speaker. 
 
Title: Considering only two ST410 (co-producing NDM-5 and OXA-181) isolates 
identified in the study, I do not think the title of the manuscript is proper, especially 
the word "Emergence". "Genetic comparison" or "Characterization" maybe better. 
Also on Line 68, it's better to revise the writing "the first emergence...". 
Answer: We agree with the reviewer. We have revised "Emergence" as 
"Characterization" in the title and rewritten the sentence in Lines 69-71. 
 
Abstract: the abstract is difficult to follow and gives not much information that can be 
interesting for the reader to read this paper. I suggest to re-write the abstract giving 
more information so that it will be more attractive to read the whole paper. 
Answer: We have rewritten the abstract to make it more structural and attractive. 
 
About the Vietnamese clinical isolate, no description about its plasmids? 
Answer: Due to only the draft genome of the Vietnamese clinical isolate being 
available in the GenBank database, we could not obtain the complete sequences of its 
plasmids. 
 
Line 2, in the title "market" please revised as "markets"; 
Answer: We have revised "food market" as "a food market" in the title due to the two 
ST410 isolates from the same food market. 
 
Line 23, please revised the "a farmers' market"; and also double check the manuscript 
for the description about "food markets" or "a farmers' market"? Maybe "a local food 
market" is a better consistent description. 
Answer: We agree with the reviewer. We have revised the "farmers' market" as "local 
food market" throughout the manuscript. 
 
Line 24, "The present study aimed to characterize the two isolates." I do not think this 
sentence is proper here. 
Answer:We agree with the reviewer. We have deleted this sentence (Line 23). 
 
Line 26, "conjugation assay" please change as "conjugation assays" 
Answer: We have revised the "conjugation assay" as "conjugation assays" (Line 24). 
 
Line 70, "This has provoked our interest given this clone's global spread and potential 
to infect humans via the food chain." Please delete this sentence. 
Answer: We have deleted this sentence (Line 72). 
 
Line 108, "in the animal food sales environment"? It is a wrong description, please 



correct. 
Answer: We have revised this sentence (Lines 109-111). 
 
Line 74-93, four meropenem-non-susceptible isolates have been sequenced. Three are 
belonging to ST410. How about the fourth one? It's better to give a mention of its 
sequence type during the description. 
Answer: We have added the description of the fourth one in the manuscript (Lines 
92-93). 
 
And also, only one isolate, GYX208DH4E-2, has been deposited for the WGS by 
long-read sequencing. "GYX208DH5-2 carried one (blaNDM-5), and 
GYX208DH6-1 carried two (blaNDM-5 and blaOXA-181)" only for short-read WGS, 
suggest to acquire complete genomes for these two as well. 
Answer: Since only one core-genome SNP between GYX208DH4E-2 and 
GYX208DH6-1 (suggesting they were clonal), performing long-read sequencing on 
GYX208DH4E-2 can be representative. And since GYX208DH5-2 was highly distant 
from GYX208DH4E-2, GYX208DH6-1, and GenBank isolates, we did not further 
focus on GYX208DH5-2. Therefore, we think that long-read sequencing on 
GYX208DH5-2 and GYX208DH6-1 is not critical for this study. 
 
Since lacking of the complete genomes of the two strains, it's uneasy to follow the 
Figure 2. For example, I noticed in the Fig. 2a, "GYX208DH6-1 contigs" were 
deposited for comparison with the blaNDM-5-carrying plasmids. Couldn't tell where 
is the GAPs happened on the contigs? The same questions for Fig. 2c. It's better to 
acquire the WGS for the two strains, and then make the comparison. 
Answer: Given that we successfully located the carbapenemase genes of 
GYX208DH6-1 referring to the complete genome of GYX208DH4E-2, and 
GYX208DH5-2 was not the focus of this study, we consider it unimportant to carry 
out long-read sequencing on the two strains.  



April 15, 20231st Revision - Editorial Decision

April 15, 2023 

Prof. Jian-Hua Liu
South China Agricultural University College of Veterinary Medicine
Wushan,Tianhe District
Guangzhou 
China

Re: Spectrum04727-22R1 (Characterization of an international high-risk clone Escherichia coli ST410 co-producing
NDM-5 and OXA-181 in a food market in China)

Dear Prof. Jian-Hua Liu: 

Your manuscript has been accepted, and I am forwarding it to the ASM Journals Department for publication. You will be notified
when your proofs are ready to be viewed.

The ASM Journals program strives for constant improvement in our submission and publication process. Please tell us how we
can improve your experience by taking this quick Author Survey.

Publication Fees: We have partnered with Copyright Clearance Center to collect author charges. You will soon receive a
message from no-reply@copyright.com with further instructions. For questions related to paying charges through RightsLink,
please contact Copyright Clearance Center by email at ASM_Support@copyright.com or toll free at +1.877.622.5543. Hours of
operation: 24 hours per day, 7 days per week.  Copyright Clearance Center makes every attempt to respond to all emails within
24 hours. For a complete list of Publication Fees, including supplemental material costs, please visit our website.

ASM policy requires that data be available to the public upon online posting of the article, so please verify all links to sequence
records, if present, and make sure that each number retrieves the full record of the data. If a new accession number is not linked
or a link is broken, provide production staff with the correct URL for the record. If the accession numbers for new data are not
publicly accessible before the expected online posting of the article, publication of your article may be delayed; please contact
the ASM production staff immediately with the expected release date.

Corresponding authors may join or renew ASM membership to obtain discounts on publication fees. Need to upgrade your
membership level? Please contact Customer Service at Service@asmusa.org. 

Thank you for submitting your paper to Spectrum.

Sincerely,

Zhangqi Shen
Editor, Microbiology Spectrum

Journals Department
American Society for Microbiology
1752 N St., NW
Washington, DC 20036
E-mail: spectrum@asmusa.org

https://www.surveymonkey.com/r/ASMJournalAuthors
https://journals.asm.org/publication-fees
https://www.asm.org/membership
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