Snapshots of somatic SV events in LCLs



Single-cell SV events in LCLs (NA12329, 59 single cells profiled)
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Single-cell SV events in LCLs (NA18534, 56 single cells profiled)
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Single-cell SV events in LCLs (NA18939, 41 single cells profiled)
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Single-cell SV events in LCLs (NA19650, 55 single cells profiled)

Chr2 g-arm terminal deletion ST e e e

!
Chré4 g-arm terminal deletion T ——

) - Wl TVOREE 71RO AP, 0 e A o

HVWTKAPXY. GNI1S650A102. 19500469211 - G1SBS0AK02PEZ0841

Chr13 g-arm term ] HVVTIAFXY_GM19850AK02_165004652-1-1 - GH 965OA0ZPE20811

bg1 . del_h2 . idup_h2 . State: CC . SV group 1

SV ol bg2 dup_h1 inv_ht State: CW
—class . complex - dup_h2 inv_h2 State: WC

_delht | idupht | inv_hom [ State ww



Single-cell SV events in LCLs (NA19983, 45 single cells profiled)
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Single-cell SV events in LCLs (NA20509, 47 single cells profiled)
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Single-cell SV events in LCLs (NA20847, 55 single cells profiled)
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Single-cell SV events in LCLs (HG00096, 69 single cells profiled)
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Single-cell SV events in LCLs (HG00171, 49 single cells profiled)
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Single-cell SV events in LCLs (HG00864, 43 single cells profiled)
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Single-cell SV events in LCLs (HG01114, 51 single cells profiled)
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Single-cell SV events in LCLs (HG01596, 53 single cells profiled)
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Single-cell SV events in LCLs (HG02011, 55 single cells profiled)
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Single-cell SV events in LCLs (HG02492, 30 single cells profiled)
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Single-cell SV events in LCLs (HG02587, 54 single cells profiled)
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Single-cell SV events in LCLs (HG02818, 69 single cells profiled)
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Single-cell SV events in LCLs (HG03009, 55 single cells profiled)
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Single-cell SV events in LCLs (HG03065, 56 single cells profiled)
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Single-cell SV events in LCLs (HG03125, 55 single cells profiled)
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Single-cell SV events in LCLs (HG03371, 61 single cells profiled)
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Single-cell SV events in LCLs (HG03486, 61 single cells profiled)
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Single-cell SV events in LCLs (HG03683, 50 single cells profiled)
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Single-cell SV events in LCLs (HG03732, 47 single cells profiled)
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