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Supplementary Fig. S8 KEGG enrichment of differential expression genes in SARS-CoV-2-
and pCoV-GD01-inoculated human airway epithelium organoids. a Dot plot of KEGG enrich-
ment of differential expression genes in SARS-CoV-2- and pCoV-GDO1- inoculated human airway
epithelium organoids. The size of dots represents enriched genes count, while the color represents
p-adjust value of each enriched category. b Fold change of the differential expression genes in

KEGG pathway coronavirus disease—COVID-19.



