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Supplementary Fig. S1. Generation of circSlc8a1 knockdown mice by using circular antisense-circSlc8a1 (cA-circSlc8a1 or 

cA-circSlc) expression construct

(a) The expression levels of linear Slc8a1 mRNA in different organs. n=12

(b) The cA-circSlc8a1 construct was transfected into human HEK293T cells. The expression of cA-circSlc8a1 (left) and Slc8a1

mRNA (right) with or without RNase R treatment were determined by using mouse specific primers. n=6, **<0.01 vs vector 

control.

(c) The cA-circSlc8a1 construct was transfected into human HEK293T cells. The RNAs from vector or cA-circSlc8a1 transfected 

cells were reverse transcribed using random or oligo(dT) primers followed by qPCR using mouse specific primers. n=6, **<0.01 

vs vector control.

(d) The levels of unbound circSlc8a1 and Slc8a1 mRNA in HL-1 cells transfected with cA-circSlc8a1. n=6, **<0.01 vs vector 

control.

(e) The construct were used to generate cA-circSlc8a1 transgenic mice. The 5’ and 3’ sequences of cA-circSlc8a1 and the heart 

promoter sequence are shown.

(f) Genotyping that validated the establishment of cA-circSLC8A1 (+) transgenic mice.

(g) The levels of the SLC8A1 protein in the heart of cA-circSlc8a1 transgenic mice.

(h) Representative photographs of cA-circSlc8a1 (+) transgenic mice compared to the age-matched negative mice.
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Supplementary Fig. S2. Analysis of heart function and fibrosis in the cA-circSlc8a1 transgenic mice.

(a) The heart/tibia length ratio of cA-circSlc8a1(+) mice was significantly higher compared to litter match negative mice. n=10, 

** p<0.01 vs negative. 

(b) Echocardiography of cA-circSlc8a1(+) mice showed elevated left ventricular end-diastolic diameter (LVEDD) compared to 

litter match negative mice.

(c) Echocardiography of cA-circSlc8a1(+) mice showed elevated left ventricular end-systolic dimension (LVESD) compared to 

litter match negative mice.

(d) Echocardiography of cA-circSlc8a1(+) mice showed reduced LVEDD-LVESD compared to litter match negative mice.

(e) Quantification of fibrosis area observed by Masson trichrome staining (left), Sirius red staining (right). n=4, ** p<0.01 vs

negative.

(f) Quantification of cross-section area of cardiomyocytes by WGA staining. n=15, ** p<0.01 vs negative. 

(g) RNAs isolated from heart tissues of mice aged 6-12 month old were subjected to real-time qPCR to measure levels of ANP 

(left) and BNP (right). n=14, ** p<0.01.

f

d e
**

0

10

20

30

40

< 6m 6-12m >12m

Si
ri

u
s 

re
d

 s
ta

in
in

g(
%

 o
f 

fi
b

ro
si

s) negtive

cA-circSlc

50

0

200

400

600

<6m 6-12m >12m

m
yo

cy
te

cr
o

ss
-s

ec
ti

o
n

al
 a

re
a 

(u
m

2
)

negative

cA-circSlc

**

**

**
B

N
P

 m
R

N
A

 le
ve

ls

0

1

2

**

negative cA-circSlc8a1

negative cA-circSlc8a1
0

4

8

12
H

ea
rt

/T
ib

ia
 l

en
gt

h
(m

g/
m

m
)

**

g

0

1

2

3

A
N

P
 m

R
N

A
 le

ve
ls

**

negative cA-circSlc8a1

**

0

20

40

60

< 6m 6-12m >12m

negtive

cA-circSlc

M
as

so
n

 t
ri

ch
ro

m
e

st
ai

n
in

g 
(%

 o
f 

fi
b

ro
si

s)



b

Supplementary Fig. S3. Transgenic mice with heart-specific expression of cA-circSlc8a1 develop hepatic steatosis.

(a) Quantification of lipid content observed by Oil-Red-O staining. n=6, ** p<0.01 vs negative.

(b) Hepatic fibrosis/cirrhosis was developed in some of the cA-circSlc8a1 mice (2 out of 14) at late stage, which examined 

by Masson trichrome staining.

(c) The expression of cA-circSlc8a1 precursor in different organs. n=4, ** p<0.01 vs negative.

(d) The levels of cytokines measured by real-time PCR. * p<0.05 vs negative
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Supplementary Fig. S4. Generation of circSlc8a1 transgenic mice and validation of the cardiac protective effects of circSlc8a1.

(a) The circSlc8a1 constructs were transfected into human cell line HEK293T. The levels of circSlc8a1 (left) and Slc8a1 mRNA 

(right) with or without RNase R treatment were determined by using mouse specific primers respectively. n=4, **<0.01 vs vector 

control.

(b) The circSlc8a1 constructs were transfected into human cell line HEK293T. The  RNA were reverse transcribed by using random 

or oligo(dT) primers. The levels of circSlc8a1 were determined by using mouse specific primers. n=6, **<0.01 vs vector control.

(c) Genotyping that validated the establishment of circSlc8a1 (+) transgenic mice.

(d) Quantification of fibrosis area observed by Masson trichrome staining (left) and Sirius red staining (right). n=6, ** p<0.01

(e) Quantification of cross-section area of cardiomyocytes by WGA staining. n=15, ** p<0.01
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Supplementary Fig. S5. The circSlc8a1 protect the heart from cardiac hypertrophy, cardiac fibrosis and impaired heart 

function.

(a) The levels of heart failure markers ANP (left) and BNP (right) were remarkably increased in the heart of negative mice by 

TAC surgery, while were significantly lower in the circSlc8a1 (+) mice compared to the litter match negative mice after TAC 

surgery. n=15, ** p<0.01. 

(b) The levels of cardiac fibrosis markers collagen-I (left) and collagen-III (right) were remarkably increased in the heart of 

negative mice by TAC surgery, while were significantly lower in the circSlc8a1-transgenic mice compared to the litter match 

negative mice after TAC surgery. n=15, ** p<0.01.

(c-f) The circSlc8a1(+) mice subjected to TAC prevented the impair of heart function that validated by (c) LVEDD, (d) LVESD, (e)

LVEDD-LVESD, and (f) left ventricular pressure (dp/dt ).  n=10
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Supplementary Fig. S6. Generation of double transgenic mice with ectopic expression of both circSlc8a1 and cA-circSlc8a1.

(a) Genotyping that validated the establishment of circSlc8a1 (+) transgenic mice.

(b) The expression levels of circSlc8a1 precursor in negative (Neg), circSlc8a1 (+) transgenic mice, cA-circSlc8a1 (+) transgenic 

mice, or double transgenic mice. n=10, **<0.01 vs negative mice.

(c) The expression levels of cA-circSlc8a1 precursor in negative (Neg), ccircSlc8a1 (+) transgenic mice, cA-circSlc8a1 (+) 

transgenic mice, or double transgenic mice. n=10, **<0.01 vs negative mice.

(d) The expression levels of Slc8a1 mRNA in negative (Neg), ccircSlc8a1 (+) transgenic mice, cA-circSlc8a1 (+) transgenic mice, 

or double transgenic mice. n=10

(e) Quantification of cross-section area of cardiomyocytes by WGA staining. n=10, ** p<0.01

(f) Quantification of lipid content observed by Oil Red O. n=10, ** p<0.01 
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Supplementary Fig. S7. The circSlc8a1 protected heart function via binding with mitochondrial proteins.

(a-c) The density of the bands in Western blot images presented in Fig.7a-c regarding the circSlc8a1 pull down 

proteins was analysis. ** p<0.01, n=3-4

(d-f) The density of the bands in Western blot images presented in Fig.7d-f regarding the mitochondrial translocation 

of proteins was analysis. ** p<0.01, n=4-6

f



Merge Dapi circSLC8A1 VDAC1/Porin ATPB VDAC1+ATPB

Merge Dapi circSLC8A1 VDAC1/Porin COX5B VDAC1+COX5B

negative

Merge Dapi circSLC8A1

cA-circSlc8a1

VDAC1/Porin NDUFS2 VDAC1+NDUFS2

ATPB COX5B NDUFS2

0

20

40

60

80

100

C
o

-l
o

ca
liz

at
io

n
 w

it
h

 V
D

A
C

1
 (

%
) negative

cA-circSlc8a1

**

**
**

a

b

50 µm

negative

cA-circSlc8a1

negative

cA-circSlc8a1

Supplementary Fig. S8. Co-localization of circSlc8a1 with ATPB, COX5B, and NDUFS2.

Fig (a) In situ hybridization of circSlc8a1 and immunofluorescence staining of ATPB, COX5B, and 

NDUFS2 in the cA-circSlc8A1 transgenic and litter-matched negative mice. Representative photographs 

show co-localization of circSlc8a1 with these mitochondrial proteins. (b) Quantitation of the staining. 

**, p<0.01. 







Supplementary Table S2: Primer information.

Name Sequence

circSlc8a1/cA-circSlc8a1-1 Forward: 5’-ctattgaaggcacagcccgagg-3'

Reverse: 5’-gtacaataagacttccaactgc-3'

circSlc8a1/cA-circSlc8a1-2 Forward: 5'-acagcccgaggtggaggggaagac-3'

Reverse: 5'-ggtgggagacttaatcgaagcatg-3'

Slc8a1 mRNA Forward: 5’ gagcagccttcagagctggtcgg-3’

Reverse: 5’-gtacaataagacttccaactgc-3'

RNU6 Forward: 5'-gtgctcgcttcggcagcacata-3'

Reverse: 5'-tggaacgcttcacgaatttgcg-3'

Gapdh Forward: 5’-cccacttgaagggtggagcc-3'

Reverse: 5’-acaatcttgagtgagttgtc-3'

cA-circSlc8a1 precursor Forward: 5'-acagcccgaggtggaggggaagac-3'

Reverse: 5'-gagctgtcagagatttctccaacc-3'

cA-circSlc8a1 genotyping Forward: 5’gggcccgcctcgagacacttagccgtgttctt-3'

Reverse: 5'-ggtgggagacttaatcgaagcatg-3'

circSlc8a1 genotyping Forward: 5'-tgtggagagctcgaattccagaa-3

Reverse: 5'-gcatgcatagatcttacggaaaacggcagaag-3'

collagen1a1 Forward: 5’-gaatggagatgatggggaagctgg-3'

Reverse: 5’-catctcctttggcaccatccaaac-3'

collagen3a1 Forward: 5’-gtaaagaagtctctgaagctgatg-3'

Reverse: 5’-gcgatatctatgatgggtagtctc-3'

ANP Forward: 5’-gcggtgtccaacacagatctgatg-3'

Reverse: 5’-ggtgggttgacctccccagtccag-3'

BNP       Forward: 5’-gagcaattcaagatgcaggtgagc-3'

Reverse: 5’-cacacacacctgaatcccccatcc-3'



circSlc8a1

tgtcgacacacttagccgtgttctttgcactttctgcatgtcccccgtctggcctggctgtccccagtggcttccccagtgtgacatggtgcatctctgccttacaggttggagcagttggaagtcttattgtacaacatgcttcgatt

aagtctcccacccaatgtttcaatgggatttcgtctggtagctctggtggctctcttgttttcccatgttgaccatataactgcagatacagaggcagaaacaggaggaaatgaaaccactgaatgtactggctcatattactgtaagaaaggggtgatc

ttgcccatttgggaaccccaagacccatcttttggggacaaaattgctagagcaactgtgtattttgtggccatggtctacatgttccttggagtttctattattgcagaccggtttatgtcctctatagaggtcatcacctctcaagagaaagaaataacg

ataaagaaaccgaatggagagaccaccaagacgacggtgagaatctggaacgagactgtgtcgaacctgaccttgatggccctgggatcttctgctcctgagattctcctgtcagtcattgaagtgtgcggccataacttcaccgcaggggacct

gggtcccagcaccatcgtgggaagtgctgcctttaacatgttcatcataatcgcactctgtgtttacgtggtccctgatggagagacaaggaagatcaagcatctgcgtgtgttctttgtgacagcagcctggagcatctttgcctatacctggctttat

ataatcttgtctgtcagctctcctggagttgtggaggtctgggaaggcttgcttactttcttcttctttcccatctgcgttgtgttcgcgtgggtagcagacaggcggcttctcttttacaagtatgtctacaagcggtacagggccggcaagcagagggg

gatgatcattgaacatgaaggagacagaccagcttccaaaactgaaatcgaaatggatgggaaagtggtcaactctcatgttgacaatttcttagatggggctctggttttggaagttgatgagagggaccaagatgatgaggaagccaggcgtga

gatggcaaggattctgaaggaacttaagcagaagcatcctgagaaagaaattgagcaattaatagaattagccaactaccaggtcctaagtcaacagcagaaaagccgagcattttacaggattcaagctactcgcctgatgaccggagctggca

acatcttgaagaggcacgcagctgatcaagcaaggaaggctgtcagtatgcatgaagtcaacatggaaatggctgaaaacgacccagtcagtaagatcttctttgagcaaggaacataccagtgtctagagaactgtggtactgtggccctcacc

attatgcgcagagggggcgacttgagcaccactgtgtttgttgacttcaggacagaagacggcacagccaatgctgggtctgattatgaattcacggaagggactgtgatcttcaaaccaggggagacccagaaggaaatcagagttggcatcat

tgatgatgatatctttgaagaagatgaaaacttccttgtgcatcttagcaatgtcagagtctcttcagatgtttcagaagatggcatactagaatccaatcacgcttcttcaattgcttgtcttgggtcacccagcactgccaccataaccatttttgatgatg

accatgcaggcatctttacatttgaggaacccgtgactcacgtgagcgagagcattggcatcatggaggtgaaggttttgagaacctctggagctcgaggaaatgttatcattccctacaaaactattgaaggcacagcccgaggtggaggggaa

gactttgaggacacctgtggagagctcgaattccagaacgatgaaatagtgtgagtggcccgctacctcttctggtggccgcctccctccttcctggcctcccggagctgcgccctttctcactggttctctcttctgccgttttccgt

aggatcct

cA-circSlc8a1

ccagttgttcaactcacccttcagattaaaaataactgaggtaagggcctgggtaggggaggtggtgtgagacgctcctgtctctcctctatctgcccatcggccctttggggaggaggaatgtgcccaaggactaaaaaaaggccatggagcca

gaggggcgagggcaacagacctttcatgggcaaaccttggggccctgctgtcctcctgtcacctccagagccaagggatcaaaggaggaggagccaggacaggagggaagtgggagggagggtcccagcagaggactccaaatttaggc

agcaggcatatgggatgggatataaaggggctggagcactgagagctgtcagagatttctccaacccgtcgacacacttagccgtgttctttgcactttctgcatgtcccccgtctggcctggctgtccccagtggcttccccagtgt

gacatggtgcatctctgccttacaggaattcgagctctccacaggtgtcctcaaagtcttcccctccacctcgggctgtgccttcaatagttttgtagggaatgataacatttcctcgagctccagaggttctcaaaaccttcacctccatgatgcca

atgctctcgctcacgtgagtcacgggttcctcaaatgtaaagatgcctgcatggtcatcatcaaaaatggttatggtggcagtgctgggtgacccaagacaagcaattgaagaagcgtgattggattctagtatgccatcttctgaaacatctgaaga

gactctgacattgctaagatgcacaaggaagttttcatcttcttcaaagatatcatcatcaatgatgccaactctgatttccttctgggtctcccctggtttgaagatcacagtcccttccgtgaattcataatcagacccagcattggctgtgccgtcttctg

tcctgaagtcaacaaacacagtggtgctcaagtcgccccctctgcgcataatggtgagggccacagtaccacagttctctagacactggtatgttccttgctcaaagaagatcttactgactgggtcgttttcagccatttccatgttgacttcatgcata

ctgacagccttccttgcttgatcagctgcgtgcctcttcaagatgttgccagctccggtcatcaggcgagtagcttgaatcctgtaaaatgctcggcttttctgctgttgacttaggacctggtagttggctaattctattaattgctcaatttctttctcagga

tgcttctgcttaagttccttcagaatccttgccatctcacgcctggcttcctcatcatcttggtccctctcatcaacttccaaaaccagagccccatctaagaaattgtcaacatgagagttgaccactttcccatccatttcgatttcagttttggaagctggt

ctgtctccttcatgttcaatgatcatccccctctgcttgccggccctgtaccgcttgtagacatacttgtaaaagagaagccgcctgtctgctacccacgcgaacacaacgcagatgggaaagaagaagaaagtaagcaagccttcccagacctcca

caactccaggagagctgacagacaagattatataaagccaggtataggcaaagatgctccaggctgctgtcacaaagaacacacgcagatgcttgatcttccttgtctctccatcagggaccacgtaaacacagagtgcgattatgatgaacatgtt

aaaggcagcacttcccacgatggtgctgggacccaggtcccctgcggtgaagttatggccgcacacttcaatgactgacaggagaatctcaggagcagaagatcccagggccatcaaggtcaggttcgacacagtctcgttccagattctcacc

gtcgtcttggtggtctctccattcggtttctttatcgttatttctttctcttgagaggtgatgacctctatagaggacataaaccggtctgcaataatagaaactccaaggaacatgtagaccatggccacaaaatacacagttgctctagcaattttgtcccc

aaaagatgggtcttggggttcccaaatgggcaagatcacccctttcttacagtaatatgagccagtacattcagtggtttcatttcctcctgtttctgcctctgtatctgcagttatatggtcaacatgggaaaacaagagagccaccagagctaccaga

cgaaatcccattgaaacattgggtgggagacttaatcgaagcatgttgtacaataagacttccaactgctccaacactatttcatcgttctggtgagtggcccgctacctcttctggtggccgcctccctccttcctggcctcccggagctg

cgccctttctcactggttctctcttctgccgttttccgtaggatcct

pre-cA-circSlc. cA-circSlc8a1-intron mutation (producing pre-cA-circSlc8a1). 

Ccagttgttcaactcacccttcagattaaaaataactgaggtaagggcctgggtaggggaggtggtgtgagacgctcctgtctctcctctatctgcccatcggccctttggggaggaggaatgtgcccaaggactaaaaaaaggccatggagcca

gaggggcgagggcaacagacctttcatgggcaaaccttggggccctgctgtcctcctgtcacctccagagccaagggatcaaaggaggaggagccaggacaggagggaagtgggagggagggtcccagcagaggactccaaatttaggc

agcaggcatatgggatgggatataaaggggctggagcactgagagctgtcagagatttctccaaccc

Gtcgac acacttagccgtgttctttgcactttctgcatgtcccccgtctggcctggctgtccccagtggcttccccagtgtgacataaatttaattaaaaaatttt

gaattcgagctctccacaggtgtcctcaaagtcttcccctccacctcgggctgtgccttcaatagttttgtagggaatgataacatttcctcgagctccagaggttctcaaaaccttcacctccatgatgccaatgctctcgctcacgtgagtcacgggtt

cctcaaatgtaaagatgcctgcatggtcatcatcaaaaatggttatggtggcagtgctgggtgacccaagacaagcaattgaagaagcgtgattggattctagtatgccatcttctgaaacatctgaagagactctgacattgctaagatgcacaagg

aagttttcatcttcttcaaagatatcatcatcaatgatgccaactctgatttccttctgggtctcccctggtttgaagatcacagtcccttccgtgaattcataatcagacccagcattggctgtgccgtcttctgtcctgaagtcaacaaacacagtggtgct

caagtcgccccctctgcgcataatggtgagggccacagtaccacagttctctagacactggtatgttccttgctcaaagaagatcttactgactgggtcgttttcagccatttccatgttgacttcatgcatactgacagccttccttgcttgatcagctgc

gtgcctcttcaagatgttgccagctccggtcatcaggcgagtagcttgaatcctgtaaaatgctcggcttttctgctgttgacttaggacctggtagttggctaattctattaattgctcaatttctttctcaggatgcttctgcttaagttccttcagaatccttg

ccatctcacgcctggcttcctcatcatcttggtccctctcatcaacttccaaaaccagagccccatctaagaaattgtcaacatgagagttgaccactttcccatccatttcgatttcagttttggaagctggtctgtctccttcatgttcaatgatcatccccc

tctgcttgccggccctgtaccgcttgtagacatacttgtaaaagagaagccgcctgtctgctacccacgcgaacacaacgcagatgggaaagaagaagaaagtaagcaagccttcccagacctccacaactccaggagagctgacagacaagat

tatataaagccaggtataggcaaagatgctccaggctgctgtcacaaagaacacacgcagatgcttgatcttccttgtctctccatcagggaccacgtaaacacagagtgcgattatgatgaacatgttaaaggcagcacttcccacgatggtgctgg

gacccaggtcccctgcggtgaagttatggccgcacacttcaatgactgacaggagaatctcaggagcagaagatcccagggccatcaaggtcaggttcgacacagtctcgttccagattctcaccgtcgtcttggtggtctctccattcggtttcttta

tcgttatttctttctcttgagaggtgatgacctctatagaggacataaaccggtctgcaataatagaaactccaaggaacatgtagaccatggccacaaaatacacagttgctctagcaattttgtccccaaaagatgggtcttggggttcccaaatggg

caagatcacccctttcttacagtaatatgagccagtacattcagtggtttcatttcctcctgtttctgcctctgtatctgcagttatatggtcaacatgggaaaacaagagagccaccagagctaccagacgaaatcccattgaaacattgggtgggagac

ttaatcgaagcatgttgtacaataagacttccaactgctccaacactatttcatcgttctggtgagtggcccgctacctcttctggtggccgcctccctccttcctggcctcccggagctgcgccctttctcactggttctctcttctgccgt

tttccgtaggatcct

pre-circSlc. circSlc8a1-intron mutation (producing pre-circSlc8a1). 

tgtcgacacacttagccgtgttctttgcactttctgcatgtcccccgtctggcctggctgtccccagtggcttccccagtgtgacataaatttaattaaaaaattttgttggagcagttggaagtcttattgtacaacatgcttcgattaagtctcccaccca

atgtttcaatgggatttcgtctggtagctctggtggctctcttgttttcccatgttgaccatataactgcagatacagaggcagaaacaggaggaaatgaaaccactgaatgtactggctcatattactgtaagaaaggggtgatcttgcccatttggga

accccaagacccatcttttggggacaaaattgctagagcaactgtgtattttgtggccatggtctacatgttccttggagtttctattattgcagaccggtttatgtcctctatagaggtcatcacctctcaagagaaagaaataacgataaagaaaccga

atggagagaccaccaagacgacggtgagaatctggaacgagactgtgtcgaacctgaccttgatggccctgggatcttctgctcctgagattctcctgtcagtcattgaagtgtgcggccataacttcaccgcaggggacctgggtcccagcacc

atcgtgggaagtgctgcctttaacatgttcatcataatcgcactctgtgtttacgtggtccctgatggagagacaaggaagatcaagcatctgcgtgtgttctttgtgacagcagcctggagcatctttgcctatacctggctttatataatcttgtctgtca

gctctcctggagttgtggaggtctgggaaggcttgcttactttcttcttctttcccatctgcgttgtgttcgcgtgggtagcagacaggcggcttctcttttacaagtatgtctacaagcggtacagggccggcaagcagagggggatgatcattgaac

atgaaggagacagaccagcttccaaaactgaaatcgaaatggatgggaaagtggtcaactctcatgttgacaatttcttagatggggctctggttttggaagttgatgagagggaccaagatgatgaggaagccaggcgtgagatggcaaggatt

ctgaaggaacttaagcagaagcatcctgagaaagaaattgagcaattaatagaattagccaactaccaggtcctaagtcaacagcagaaaagccgagcattttacaggattcaagctactcgcctgatgaccggagctggcaacatcttgaagag

gcacgcagctgatcaagcaaggaaggctgtcagtatgcatgaagtcaacatggaaatggctgaaaacgacccagtcagtaagatcttctttgagcaaggaacataccagtgtctagagaactgtggtactgtggccctcaccattatgcgcagag

ggggcgacttgagcaccactgtgtttgttgacttcaggacagaagacggcacagccaatgctgggtctgattatgaattcacggaagggactgtgatcttcaaaccaggggagacccagaaggaaatcagagttggcatcattgatgatgatatct

ttgaagaagatgaaaacttccttgtgcatcttagcaatgtcagagtctcttcagatgtttcagaagatggcatactagaatccaatcacgcttcttcaattgcttgtcttgggtcacccagcactgccaccataaccatttttgatgatgaccatgcaggcat

ctttacatttgaggaacccgtgactcacgtgagcgagagcattggcatcatggaggtgaaggttttgagaacctctggagctcgaggaaatgttatcattccctacaaaactattgaaggcacagcccgaggtggaggggaagactttgaggaca

cctgtggagagctcgaattccagaacgatgaaatagtgtgagtggcccgctacctcttctggtggccgcctccctccttcctggcctcccggagctgcgccctttctcactggttctctcttctgccgttttccgtaggatcct

Construct sequences

Probe sequences
circSlc8a1 probe: 5’ agacttccaactgctccaacactatttcatcgttgaa-3’

cA-circSlc8a1 probe: 5’ cctgtggagagctcgaattccagaacgatgaaatagtgtt-3’

Supplementary Table S3


