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SUPPLEMENTARY MATERIAL

Table S1. Backbone torsion angles (deg) of d(ACCGGCCGGT)a

aTorsion angles along the backbone of the oligonucleotide are defined as:

χ is the glycosyl angle, P is the pseudorotation angle. The nucleotides are numbered from C1 to G10
in one strand and from G20 to C11 in the other strand. Torsion angles are calculated using the
program CURVES v.5.3 [R.Lavery and H.Sklenar (1989) J. Biomol. Struct. Dyn., 6, 655–667].
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Table S2. Backbone torsion angles (deg) of r(GCG)d(TATACGC)a

aSee footnote for Table S1.

Table S3. Backbone torsion angles (deg) of r(GC)d(GTATAGCG)a

aSee footnote for Table S1.
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Table S4. Backbone torsion angles (deg) of r(G)d(CGTATACGC)a

aSee footnote for Table S1.

Table S5. Helical parameters for d(ACCGGCCGGT)a

aThese parameters are calculated using the program CURVES v.5.3 [R.Lavery and H.Sklenar
(1989) J. Biomol. Struct. Dyn., 6, 655–667].
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Table S6. Helical parameters for r(GCG)d(TATACGC)a

aSee footnote for Table S5.

Table S7. Helical parameters for r(GC)d(GTATACGC)a

aSee footnote for Table S5.
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Table S8. Helical parameters for r(G)d(CGTATACGC)a

aSee footnote for Table S5.


