
S3. Genomic comparison across the different metastatic sites compared to the matched 
primary. A. Genomic alterations across metastatic sites compared to matched primary B. 
Copy number variations across metastatic sites compared to matched primary 
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Figure 1. Molecular alterations comparing brain and lung metastases with matched primary 
 
 
(a): Genomic alterations across three samples 

 
 
 
(b): Copy number variations across three samples 
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