Supplementary Data 3. Forest plot for index variants in IBD-associated loci. The title of
each page shows the disease subtype, the index variant of the locus, and the nearest gene to
the index variant. Pval: original P-value from the fixed-effect meta-analysis (two-tailed).
HetPval: original P-value from the heterogeneous test (Cochrane’s Q test, two-sided). logBF:
log10 Bayes Factor from Bayesian transethnic meta-analysis (MANTRA). OR: Odds ratio.
95% CI: 95% confidence interval. Data are presented as mean value + 95% confidence
interval (Error bar).
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