Legend B Infected ROIs

Median value of all ROIls
represents one data point
for remaining Sia on the

11173 6877 infected cell.

O Neighbor ROIs @ Distant ROIs

Median value of all ROIs
is used as the baseline
(100% Sia) for current
image.

ROl location Median value of all ROls represents one data point
B Infected cell O Neighbors M Distant cells for remaining Sia on neighboring uninfected cells.

Figure S4: Quantifying depletion of cell-surface Sia using hydrazide coupling.

(A) Image showing regions of interest (ROIs) sampled from the surface of an infected cell (HA+),
uninfected neighbors, and uninfected distant cells.

(B) Enlarged ROls in split view. The number on each split channel represents the mean intensity. The
number on “Merge” channel represents the Sia signal normalized by the plasma membrane (‘PM’)

signal, proportional to Sia per unit membrane area. The size of each ROl is 0.55 ym by 0.55 pym.
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