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Table S2. PS900 potentiates sensitivity to osmotic salt stress. 

    NaNO3 KNO3 NaCl KCl 

MIC Values MIC* MBC** MIC* MBC** MIC* MBC** MIC* MBC** 

W
T

 

0.1% DMSO 2.00 >2.00 2.00 >2.00 2.00 >2.00 2.00 >2.00 

10 µM MH44 2.00 >2.00 2.00 >2.00 2.00 >2.00 2.00 >2.00 

10 µM PS900 0.25-0.50 1.00 0.06-0.25 0.25-0.50 0.25-0.50 0.50-1.00 0.12-0.25 0.12-0.25 

H
T

0
1
4
 

0.1% DMSO 2.00 >2.00 2.00 >2.00 2.00 >2.00 2.00 >2.00 

10 µM PS900 1.00-2.00 2.00 0.25-0.50 0.25-1.00 0.20-1.00 2.00 0.25-0.50 0.50-1.00 

H
T

0
1
5

 

0.1% DMSO 2.00 >2.00 2.00 >2.00 2.00 >2.00 2.00 >2.00 

10 µM PS900 2.00 2.00 0.50-1.00 0.50-1.00 2.00 2.00 0.50-1.00 0.50-1.00 

** Effect of bacterial growth (MIC) scored by pellet formation and resazurin (blue) to resorufin (pink) conversion (see Figure 6, Materials & Methods). 

** Bacterial survival (MBC) scored by growth on BHI-agar plates (see Figure 6, Materials & Methods).  
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