Supplemental Data 3: Genotyping Primers
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a: LacZ Fwd

b: LacZ Rev

c: IFT74_WT_Fwd.1

d: IFT74_Intron3_loxP_fwd.1
e: IFT74_intron3_Rev

f: IFT74_intron2_Frt_Fwd.2
g: IFT74_intron2_Frt2_Rev.3
h: IFT74_LacZ_SV40_Fwd?2
i: IFT74_Intron3_Rev.1

j: 796_Ift74_F
k:796_Ift74_R

LoxP Frt LoxP

TACCGTTGATGTTGAAGTGGC
GACTGTAGCGGCTGATGTTG
GAATGCATGTGAAATACATTGTGAA
CGCAATTAATGATAACTTCGTATAGC
GAGAAAAGCAGTAATAGTTCTCATCTCC
CTGAGTGAAAGTGGAGGC
CAAGAAAGCTGGGTCTAGAT
TAATAATAACCGGGCAGGGG
GAGGGAAGCATAATGTCAGTC
CCTCACTTTATTTMAGAATGCAAGC
GTTACAGAACAGAAACTGGTGCT

a+b = LacZ band of approximately 300bp

c+e = Wild type band of approximately 400bp

d+e = Tmla band of approximately 400bp

f+g = Tm1c band of approximately 200bp and wild type band of approximately 300bp

h+i = Tm1b band of approximately 700bp
e+f = Tm1le band of 539 bp and 1298 bp in wild type
j+k = 300 bp band that cuts in half with Acil when the 1ft74°2°7%Cle mytation is present



