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1 MKTWLFGSY-AWQGNPKALFLYMLVNCKETHECWWVADNEESMKS IKKSTGLKNITFTDSEKAKELFPHADVYVTENFRESYPVYMNENIKVFNTWHGVGLKHIELALGMNSVLAES IVRKYVRN
1 MODINYVINNYTKDNIWLFNSAGLFTGNVKYLFIYISNYRPDIFACYISGDQKNV--DYIKSLGFNACHFKS-KEGAQLLNAAGVYVNEHCKEIYPKELL-NTKILNLYHGVGLKQIEKKADREY-LYQRIAKKHITY
1 MODINYVINNYTKDNIWLFNSAGLFTGNVKYLFIYISNYRPDIFACYISGDQKNV--DYIKSLGFNACHFKS-KEGAQLLNAAGVYVNEHCKEIYPKELL-NTKILNLYHGVGLKQIEKKADREY-LYQRIAKKHITY

Bs g o Og g 3T) B 351 [P Bs O3 Qg Bo

- — —) -_——
125 YDIYKNNVLFLTTSQAMEDHFLEDMAISKELIIRGKYPRNAVYGPN-GIHTYDINTLLPKNKSQYSQTILFCPTYRIGAIQGVLNSLLPDFAKLEEVCRHKNQLFIVKVHPFMKKDNYFAEMSEKYKDSEYILFWNDD
134 NEQFSNNMCFLVTSPFMEKHFKEQLDLTDDQIIRGGYPRCIYQSLYEPVVTYNHDIISQAGLPKDTKLALYAPTFREKNPKNFLYLAIKDINILSKTLEKNNLCLIIKLHPEISNDFYFKTLOKQVGQYRNIIFWDNK
134 NEQFSNNMCFLVTSPFMEKHFKEQLDLTDDQIIRGGYPRCIYQSLYEPVVTYNHDIISQAGLPKDTKLALYAPTFREKNPKNFLYLAIKDINILSKTLEKNNLCLIIKLHPEISNDFYFKTLOQKQVGQYRNIIFWDNK
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262 YDIYEAFNSIDLAIIDYSSIFYDLLDAGVEKFIRYVPDLDEYQONDLELIGDYADLTEGRIVKSFQQOLLNCLDNANIKIISTKRKQYLMDYFFGFKKENKSMESLIADVDNCQLOP-KSLKELHTFDIFDTLIRRSTLR

272 NDIYEIFNKIDLAIIDYSSIYYDLVSAGVKNFIRYIFDFDDEKH--IMLYDYQSHTSGKMCQSFGELINAIDEYQTY--SDNNLEKIKELFWSYDDEN-TFENIINQTNQFKIGNKGVLPTFYSFDVFDTLIGRKCLI

272 NDIYEIFNKIDLAIIDYSSIYYDLVSAGVKKFIRYIFDFDDEKH--IMLYDYQSHTSGKMCQSFGELINAIDEYQTY--SDNNLEK-—
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MPTFYSFDVFDTLIGRKCLI
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399 PFSIFDYVRDKAKASGIKFPLALTENWINVRNRAEHDVRDIMRKTTFERQSDKIEITLDDIYTRLOKNLLLTDEQTDFLKQAEIEAEIAHVEPIQKRINYLFSLKAKGHDVAMASDMYLPEDVIYKMLDRADTRLREI

405 PKGIFYKVMELIKASDEGFPEIFHTDYVNIRMQAEANCRELLIKT----— IGHYEISYRDIFSRIQSVYNLNDSQITKLMDWEVQAEYENVIPIDEMVKKAEQLVKENETVVLISDMYLPKEVISNMLAHVSPLLNKL
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538 PLYLSSEYGVQKASQQLYLRVYKDHSPWRFKEWIHYGDNATSDGTKAKELGIKPQIHKIPKINAYETALINKIRNYNSYLLTGLLSRMR———————————— FNSINEKDYFCYAHVSGYMVPYVAWCIRDAIDRGIET

154 PLYLSSEYGVQKASQQLYLRVYKDHSPWRFKEWIHYGDNATSDGTKAKELGIKPQIHKIPKINAYETALINKIRNYNSYLLTGLLSRMR-——————————— FNSINEKDYFCYAHVSGYMVPYVAWCIRDAIDRGIET
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674 IYFISRDGHFLKQIADKIIEIRGYNVKTKYIYGSRKAWRLPSFITKVDDETFWQFGNFVGMDSFEDLVKASYLSESELLSLFPEFESLRHAKHLRGEIAENIRKIFKNSPAYHEKVLATIAAEKRKMVRQYIQQEINPK
664 LYFVSRDGHFLKEIADAYVSLKKLNIKTKYFYGSRRAWRVPAMIESIDDEFFSNFGNLVGVDNYDKLISSLSISHNLFQKLFPETGLNKSSK-ISPAELVALREFFSKSTKYHDYLIEKAKEERKIVIDYIKQEINPD
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801 EKYAFVEYWARGYTQTCLRKLIDNAFDKPSECVFYYYRSILPSIDNDIRINYSTNNISLIPVEAIFANCPHGTVTGYKRELKKIVPVIARARFDAELYWSLGKYLKNFVNEFYSLPFTSDVSTIERHFSSFAFEWYRD
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947 TPNDQFICNVFSELKDNISSFGVEKPYAPALTLKQLESITSKQELDKLTQSIPISLSKSDVKVIDYYNKIQKNYNLPAYNSTPMRKAYAV!
939 HODDPVLVNSMAHLLYSEASLGALREFAPAITSESLALLKQGKPVGAFTRSIKMSLARSTPSIKKEYQEYLKNPKA--LSAKPSNAKQKVLPTNTS

555 HODDPVLVNSMAHLLYSEASLGALREFAPAITSESLALLKQGKPVGAFTRSIKMSLARSTPSIKKEYQEYLKNPKA--LSAKPSNAKQKVLPTNTS
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1085 FNDDKTNNIEEPKVKNKEKSKVLEVNTTVTNNNKQAIGKLDNNIDKSNKEQKKRKLARNPYAFFNDSKKPILNSLKHL-FNE--SHSLGRLLSRIVRKTLNHD
1033 --- ~——KVKIKEPAKIN-————————————— QHLAAQTSDSRKIRLLNKLERNPEMFFSDSNKKIVRLAGKTAFNPILKPVLGNVIIKLSKKIIH-~
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