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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Sample size
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Randomization
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
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All the data supporting the findings of this manuscript are available within the article, its Supplementary Information file or in the source data file. The source data
for all figures and supplementary figures are provided in the source data file including uncropped and unprocessed scans of western blots and SDS-PAGE images.

No human research participants are included in this research.
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No statistical methods were used to predetermine the sample size. The sample size was determined based on our expertise in bacterial cell
biology. Generally, three biological replicates with a high number of cells (n) were used for the image analysis of fluorescence pictures.
Similarly, we decided that based on our own experience, for biochemical experiments, several independent protein purifications served as
biological replicates. The sample size used for our analyses provides enough single cell measurements to allow robust detection of
phenotypes and to draw main conclusions made in this study.

Images were only excluded from data analysis of in vitro experiments when obvious protein aggregates made data analysis impossible.

Data shown for fluorescence microscopy, live-cell imaging, immunoblot experiments, sedimentation assays and in vitro pull-down
experiments were obtained in at least three independent experiments with similar results if not stated differently.

The experiments were not randomized, since there was no allocation into subgroups.

The experiments were not blinded, since there was no allocation into subgroups.




