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Figure S6 Comparison of GRIiD values and abundance estimates from the 2018 phytoplankton spring

bloom with different mappings for (A) SAR11, (B) SAR86, and (C) Aurantivirga. From left to right: GRiD

values from customized alignment, retrieved with BBmap; GRIiD software in default mode (minimum

coverage: 5); GRID software in default mode (minimum coverage: 5) and re-alignment of ambiguous

reads with Pathoscope2 within the GRID software.



