Supplementary Figure S4

Summary of results for 84 pREs characterized here via transgenic mouse assays.
VISTA enhancer name (mmXXXX) is written in light blue to the left, below is internal
enhancer name (mJRXX) as well as age of the stained and sectioned embryos. The
success ratio is listed in dark blue to the right of the name (6/7 depicts 6 embryos with
forebrain activity out of 7 embryos tested in total). Green and red bars show the
normalized ChlP-seq signal of TFs in either BG (green, E13.5) or from cortex (CX, red,
E12.5) TF ChIP-seq'. Darker color represents a stronger ChIP-Seq peak. The specific
TF used in the ChIP-Seq experiments are shown at the top. Below each bar is a
schema showing the tested enhancer location in light blue relative to the regulated
gene, generally defined via H3K4me3 PLAC-seq interaction. The grey arrow depicts the
orientation of target gene transcription. To the right of the gene schema is a
wholemount (WM) of a representative of the LacZ expression, next to the WM are three
sections of the specific WM shown. Only the WM are shown for pREs not having clearly
reproducible LacZ activity in the forebrain. The pREs are listed based on their cluster
number (bold numbers to the left, i.e., 1_D first, 2_D second, etc.) and within each
cluster number the enhancers are sorted by activity: exclusively subpallium first (light
green bar to the right), subpallium+pallium second (purple bar to the right), and
exclusively pallium last (dark pink bar to the right). pPREs marked with an * were not
included in further studies due to a positive rate below 30%. mm1199, mm1276,
mm1422, mm1423, mm1437, mm1787, mm1788, mm1804, mm1814, mm1816,
mm1819 are published in '; mm1196 is published in 2; mm1203 is published in 3;
mm1428 and mm1429 are published in 4. Full transgenic enhancer assay results
available at https://enhancer.Ibl.gov.
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