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SUPPLEMENTARY MATERIAL

Figure S1. 161 MHz proton decoupled 31P-NMR spectrum of d(GGTTGGTGTGGTTGG) at 0, 1 and 2 potassiums per DNA.
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Figure S2. Ten structures from 80 to 100 ps extracted from the trajectory of the 2:1 potassium:DNA complex at 2 ps intervals. The structures are shown in stereo
mode with the minimum energy potassium positions of the 100 ps structures presented in CPK format. The sphere depicting the potassium ions has a van der Waals
radius of 1.96 Å.
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Figure S3. Ten structures from 80 to 100 ps extracted from the trajectory of the 1:1 potassium:DNA complex at 2 ps intervals. The structures are shown in stereo
mode with the minimum energy potassium positions of the 100 ps structures presented in CPK format. The sphere depicting the potassium ions has a van der Waals
radius of 1.96 Å.
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Figure S4. A portion of the 250 ms mixing time, 500 MHz NOESY spectra of the 15mer in H2O is presented. The region contains some of the NOE crosspeaks of
the imino protons of the residues 1, 6, 10 and 15. The spectrum obtained from the 2:1 sample is shown on top and the spectrum of the 1:1 sample at the bottom.
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Figure S5. The 1H-NMR spectrum in H2O solvent, showing the imino region of the 1:1, top, and 2:1, bottom, potassium:DNA samples.
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Table S1. The assignments of the saturated and intermediate forms of
the 15mer are listed

Table S2. The intraresidue and interesidue NOEs with the largest percentage
difference between the saturated and intermediate forms of the 15mer are presented
in this table


